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ALIGNMENTS 



RESULT 1 
AAY13402 

ID AAY13402 standard; protein; 318 AA. 
XX 

AC AAY13402; 
XX 

DT 2S-JUN-1999 (first entry) 
XX 

□E Amino acid sequence of protein PR0310. 
XX 

KM Secreted protein; transmembrane protein; human; enterocolitis; 

KW Zollinger-Ellison syndrome; gastrointestinal ulceration; 

KW congenital microvillus atrophy; akin disease; cell growth; 

KW abnormal keratinocyte differentiation; psoriasis; epithelial cancer; 

KW Parkinson's disease; Alzheimer's disease; ALS; neuropathy; t ibromodul in; 

KW dermal scarring; Usher Syndrome; Atrophia areata; ant i -thrombotic; 

KW wound healing; tissue repair. 

XX 

OS Homo sapiens. 
XX 

PN W0991432B-A2. 
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PRO 


253 


1700 


100 0 








Adf 9694 8 


Human 




254 


1700 


100 . 0 


31B 




ADGO 6133 


Adg06133 


Human 


pr° 
PRO 
















Novel 


hum 


256 


1700 


100 0 


31ft 






Adg04006 


Human 


PRO 


257 


1700 


100 0 


318 




ADG24 907 


Adg24 907 


Novel 


um 




_ 


ft' 








Adg072O4 


Novel 


hum 


259 


1700 




31ft 




ALaju / / 3b 


AHnnll cc 

mo g y//3b 




hum 


260 


1700 


100 0 


318 




ADG55251 




hi 1 

Novel 


um 




1700 


100 0 




8 


ADG60915 


Adg6091S 


Novel 


um 


262 


1700 


100 0 


318 






Adg62019 


novel 


um 




17Q0 










Adg92437 


Human 




264 


1700 


100 0 






ADGS2220 




Human 


PRO 


265 


1700 


100 0 


31ft 




ADG574 59 




Novel 


um 


266 


1700 


100 0 


31B 




ADG56907 


Adg56 907 


Novel 


um 


3fi7 


1700 


100 0 


31 ft 










um 


268 


1700 


100 0 


31B 






Adg5856 3 


M OV *3 

ovo . 


um 


269 


1700 


100 . 0 


318 


fl 


ADG70929 


Adg70929 


ove 


ura 


270 


1700 


100 .0 


318 


fl 


ADG92664 






oec 


271 


1700 


100 . 0 


318 


8 


ADG58011 


Adg 5 B 0 1 1 




um 


272 


1700 


100.0 


318 


8 


ADG53595 


Adg53 595 


N° V *1 


um 


273 


1700 


100 . 0 


318 




ADG71461 


Adg 714 81 


ove 




274 


1700 


100 . 0 










uman 


PRO 


275 


1700 


100 . 0 


3 IB 




ADH30630 


Adh3O630 


uman 




276 


1700 


100.0 


318 




ADH11997 


Adhll997 




um 


277 


1700 


100 . 0 


3 18 








N° V "l 
Novel 


um 












AnT54147 




Novel 




279 


1700 


100 0 


318 




ADG81116 


Adg 31116 


Human 


PRO 






inn ft 
■ 


31ft 




ADG563 5 5 


Adg56355 


Novel 


hum 








3 l ft 




ADH 12621 


Adhl2621 


Novel 


hum 












ADG614 67 


Adg 61467 


Novel 


hum 




1700 


100 0 


318 


| 




Adh2 B554 


Human 


PRO 


284 


1700 


100 0 


318 




ADG54699 


Adg54699 






285 


1700 


100 .0 


318 


8 


ADG59739 


Adg59739 


Novel 


hum 


286 


1700 


100.0 


318 


8 


ADH20653 


Adh20653 


Human 


aec 


2B7 


1700 


100.0 


318 


8 


ADH0750B 


Adh07508 


Human 


aec 


268 


1700 


100.0 


318 


8 


ADH600S3 


Adh60053 


Human 


eec 


269 


1700 


100.0 


318 


8 


ADH07081 


Adh07081 


Human 


aec 


290 


1700 


100.0 


318 


8 


ADI81163 


Adi81163 


Human 


PRO 


291 


1700 


100.0 


318 


e 


ADI1B823 


Adil8823 


Human 


aec 


292 


1700 


100.0 


318 


e 


ADI65543 


Adi6SS43 


Human 


eec 


293 


1700 


100.0 


318 


B 


ADI37802 


Adi37802 


Human 


aec 



XX 












PD 


25 


-MAR 


•1999. 






XX 












PF 


16 


-SEP 


-1998; 


98 WO 


-US019330. 


XX 












PR 


17 


-SEP 


-1997; 


97 US 


-0059113P. 


PR 


17 


-SEP 


-1997; 


97 US 


-0059115P. 


PR 


17 


-SEP 


-1997; 


97US 


-0059U7P. 


PR 


17 


-SEP 


-1997; 


97US 


-0059119P. 


PR 


17 


-SEP- 1997; 


97US 


-O059121P. 


PR 


17 


-SEP 


•1997; 


97US-0059122P. 


PR 


17 


-SEP-1997; 


97US-O059184P. 


PR 


18 


-SEP 


•1997; 


97US 


■0059263P. 


PR 


18 


-SEP 


•1997; 


97US 


-0059266P. 


PR 


15 


-OCT 


■1997; 


97US 


-0062125P. 


PR 


17 


-OCT 


•1997; 


97US 


-0062285P. 


PR 


17 


-OCT 


•1997; 


97US 


•0062287P. 


PR 


21 


-OCT 


•1997; 


97US 


•0063436P. 


PR 


24 


-OCT 


■1997; 


97US 


•0062B14P. 


PR 


24 


-OCT 


-1997; 


97US 


-0062816P. 


PR 


24 


-OCT 


•1997; 


97US 


-0063045P. 


PR 


24 


-OCT- 


•1997; 


97US 


-0063120P. 


PR 


24 


-OCT 


•1997; 


97US 


-0063121P. 


PR 


24 


-OCT- 


-1997; 


97US 


•0063127P. 


PR 


24 


-OCT 


-1997; 


97US- 


-0063128P. 


PR 


27 


-OCT- 


•1997; 


97US 


•0063327P. 


PR 


27 


-OCT- 


•1997; 


97US- 


•0063329P. 


PR 


28 


-OCT- 


■1997; 


97US- 


-0063541P. 


PR 


26 


-OCT 


■1997; 


97US- 


•0063542P. 


PR 


28 


-OCT 


■1997; 


. 97US- 


•0063544P. 


PR 


28 


-OCT- 


•1997; 


97US 


-O063549P. 


PR 


28 


-OCT 


■1997; 


97US- 


■0063550P. 


PR 


28 


-OCT 


■1997; 


97US- 


•0063564P. 


PR 


29 


-OCT- 


•1997; 


97US- 


■0063435P. 


PR 


29 


-OCT 


•1997; 


97US 


-0063704P. 


PR 


29 


-OCT 


•1997; 


97US- 


•0063732P. 


PR 


29 


-OCT- 


•1997; 


97US- 


•0063734P. 


PR 


39 


-OCT- 


•1997; 


97US- 


•006373SP. 


PR 


29 


-OCT- 


1997; 


97US- 


•0063738P. 


PR 


29 


•OCT- 


1997; 


97US- 


-006421SP. 


PR 


31 


-OCT- 


1997; 


97US- 


0063870P. 


PR 


31 


-OCT- 


1997; 


97US- 


0064103P. 


PR 


03- 


-NOV- 


1997; 


97US- 


0064248P. 


PR 


07- 


•HOV- 


1997; 


97US- 


0064809P. 


PR 


12- 


•NOV- 


1997; 


97US- 


0065186P. 


PR 


17- 


-NOV- 


1997; 


97US- 


0065846P. 


PR 


18- 


•NOV- 


1997; 


97US- 


0065693P. 


PR 


21- 


•NOV- 


1997; 


97US- 


OO66120P. 


PR 


21- 


-NOV- 


1997; 


97US- 


0066364P. 


PR 


24- 


■NOV- 


1997; 


97US- 


0066453P. 


PR 


24- 


■NOV- 


1997; 


97US- 


0066466P. 


PR 


24- 


•NOV- 


1997; 


97US- 


0066S11P. 


PR 


24- 


•NOV- 


1997; 


97US- 


0066770P. 


PR 


24-NOV-1997; 


97US- 


0066772P. 


PR 


2S-NOV- 


1997; 


97US- 


0066840P. 


XX 












PA 


(GETH ) 


GENEN1 


rECH INC. 



Hood WI, Curney AL. Goddard A, Pennica 0, Chen J, Yuan J; 

WPI; 1999-229533/19. 
N-PSDB; AAX52273. 



New isolated human g«nea and polypeptides used in. 
gastrointestinal ulceration. 



PS Claim 12; Pig 120; 320pp; English. 



e.g. treatment of 



AAY13344-403 represent secreted and transmembrane human proteins. The 
cDNA sequences are obtained from cDNA libraries, prepared from fetal 
lung, fetal kidney, fetal brain, fetal liver and fetal retina. The 
encoded polypeptides have specific uses based on their homology to known 
polypeptides, e.g. PR0211 and PR0217 can be used for disorders aasocisted 
with the preservation and maintenance of gastrointestinal mucosa and the 
repair of acute and chronic mucosal lesions (e.g. enterocolitis, 
Zollinger-Bllison syndrome, gastrointestinal ulceration and congenital 
microvillus atrophy), akin diseases associated with abnormal keratinocyte 
differentiation (e.g. psoriasis, epithelial cancers such as lung aquaraous 
cell carcinoma of the vulva and gliomas), potent effects on cell growth 
and development, diseases related to growth or survival of nerve cells 
including Parkinson's disease, Alzheimer's disease, ALS. neuropathies or 
cancer. PR0265 can be used as for f ibroraodulin, e.g. for reducing dermal 
scarring. PR0264 can be used as a target for ant i -tumor drugs. PROS33 may 
be used in the treatment of Usher Syndrome or Atrophia areata; PR0269 can 
be used as an anti -thrombotic agent; PR02B7 polypeptides and portions may 
have therapeutic applications in wound healing and tiasue repair; PR0317 
can be used for treating problems of the kidney, uterus, endometrium, 
blood vessels, or related tissue, e.g. in the heart of genital tract 



SO Sequence 318 AA; 

Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 318; Conservative 0 



Score 1700; DB 2; 
Pred. No. le-169; 



Length 318; 



oy 

Db 

Oy 

Db 

oy 



Oy 
Db 



1 MLSESSSFLKGVMI^SI FCALITML/jHIRIGHGNRKHHHEHHHLyQAPNKEDI LKISEDER 60 

iiiiiiiimniiiMimiiiimiiiiii iiiiiiiiiiiiiiiiimmii 

1 MLSESSSFLKGVMLGS I FCALITMLGH I R I GHGNRMHHHEHHHLQAPNKEDI LKI SEDER 60 

61 MEI^KSFRVYCIILVKPKDVSLWAAVKETVn'KHCD 120 
IIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIltlllMIIIIIIIIIII 

61 MELSKSFRVYCI ILVKPKDVSLWAAVKETWTKHCDKA£FFSSENVKVFES INMDTOTKWL 120 

121 MMRKA YKY AFD KYRDQYNWF FLARPTT FA 1 1 ENLKY FLL KKD PSQP FYLGHT I KSGD LEY 180 

MM jllllllllllMMIIIIIMIIIM IIIMimilMlMMIIMMIIIII 

131 MMR KAY KYAFD KYRDOYNWF FLAR PTT FA 1 1 ENL KY FLLKKDPSQP FYLGHT I KSGD LE Y 180 
181 VGM EGG I VLSVE SM KRLNSLLN 1 P EKC PEOGGM I H K I S ED KQLA VCL KYAGVFAENAEDA 240 

lllllllllllllllllllHilllllllllMII III 11111:11 Mllllllllll I 

181 VGMEGG I VLSVESMKRLNSLLN I PEKCPEQGGM I WK I SEDKQLAVCL KYAGVFAENAEDA 240 
241 DGKDVFNTKSVGLS I KEAMTYHPNQVVEGCCSDMAVTFllGLTPNOMHvMMYGVYRLRAFG 300 

lllllllllllilllllllllMllllllllillllllllllllllllllllllllllil 

241 DG KD VFNT KSVG LS I KEAMTYH PNQWEGCCSDMA VT FUG LT PNQMHVMMYGVYRLRAFG 300 



301 HIFNDALVFLPPNCSDND 318 

inn i ii mum mi 

301 HIFNDALVFLPPNGSDND 318 



RESULT 2 
AAB18988 

ID AAB18988 standard; protein; 318 AA. 
XX 
AC 

XX 
DT 



AAB1898B; 

08-FEB-2001 (first entry) 

Amino acid sequence of a human transmembrane protein. 

Human; transmembrane protein; cell proliferation disorder; myeloma; 
reproductive disorder; smooth muscle disorder; neurological disorder; 
arteriosclerosis; leukaemia; acquired immunodeficiency syndrome; AIDS; 
allergy; ovulatory defect; angina; hypertension; stroke; epilepsy; 
Alzheimer's disease; Tourette's disorder. 



OS Homo sapiens. 



FH 


Key 




Location/Qualifiers 


FT 


Modified 


■site 


56 






FT 






/note" 


" potential 


phosphorylation site" 


FT 


Modified 


site 


66 






FT 






/note* 


"potential 


phosphorylation site" 


FT 


Modified- 


-site 


172 






FT 






/note- 


"potential 


phosphorylation site" 


FT 


Modified- 


•site 


180 






FT 






/note- 


•potential 


phosphorylation site' 


FT 


Modified 


site 


193 






FT 






/note- 


"potential 


phosphorylation site" 


FT 


Modified- 


•site 


254 






FT 






/not*- 


"potential 


phosphorylation site" 


FT 


Modified- 


site 


313 






FT 






/note- 


'potential 


glyeooylation site" 


FT 


Modified- 


-site 


315 






FT 






/note- 


"potential 


phosphorylation site" 



W0200056891-A3. 
2B-SEP-2000. 

22-MAR-2000; 2000HO-US007817 . 



22-MAR-1999; 
16-JUN-1999; 



99US-0125537P. 
99US-013956SP. 



PA (INCY-) 1NCYTE PHARM INC. 



Yue H, Lai P. Tang YT, Hillroan JL, Reddy R. 
Baughn MR, Lu DAM, Azimzai Y, Yang J; 



DR WPI; 2000-579485/54. 



N-PSDB; AAA96501. 



FT New human transmembrane proteins are used to treat a disease or condition 

PT associated with decreased expression of functional HTMP e.g. Tourette's 

PT disorder, angina and leukemia. 
XX 

PS Disclosure; Page 105-106; 130pp; English. 
XX 

CC The present sequence represents a human transmembrane proteins (HTMP) . 

CC Agonists and antagonists of the protein are used to treat a disease or 

CC condition associated with overexpression of the protein. Diseases and 

CC conditions which can be treated include cell proliferative, 

CC immunological, reproductive, smooth muscle and neurological disorders 

CC e.g. arteriosclerosis, myeloma, leukaemia, acquired immunodeficiency 

CC syndrome (AIDS), allergies, ovulatory defects, angina, hypertenaion, 

CC stroke, Alzheimer's disease, epilepsy and Tourette's disorder. The 

CC polynucleotides may be used to detect and quantify gene expression in 

CC biopsied tissues where protein expression may be correlated with disease 

CC e.g. to determine absence, presence or excess expression of HTMP or to 

CC monitor regulation of HTMP expression during therapeutic intervention 
XX 

SQ Sequence 31B AA; 

Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 318; Conservative 0 



Score 1700; DB 3; 
Pred. No. le-169; 
Mismatches 0; 



Length 318; 



Oy 


1 


Db 


1 


oy 


61 


Db 


61 


Oy 


121 


Db 


121 


Oy 


181 


Db 


181 


Oy 


241 


Db 


241 


oy 


301 


Db 


301 



HIM IIIIIIIIIIIIIMIMIIIII III Ml I III IMIII III III NIMIII 1 1 



IIIMIIIIIIMIIIIIIIIIIIIIIIIIIIII III IIIIIIIIIIIIIIMMIIII 



i ii in iii nun iii mm iiiiii ii iii iii nun ii! iii iii iimi ii 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 J i i 1 1 1 1 1 1 II 1 1 1 M f 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 a 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 



RESULT 3 
ADC7B653 

ID ADC786S3 etsndard; protein; 318 AA. 
XX 

AC ADC78653; 



DT 01-JAN-2004 (first entry) 
XX 

DE Human PRO310 protein. 
XX 

KM antiinf lamatory; antiulcer; cytostatic; antipsoriatic; antiparkinsonian; 

KW nootropic; neuroprotective; vasotropic; chemotaxic; angiogenic; 

KW neurotrophic; osteopathic; antiasthmatic; antiarthritic; antirheumatic; 

KW antiarteriosclerotic; cardiant; antidiabetic; cerebroprotective; 

KW thrombolytic; immunomodulator; enterocolitis; Zollinger-Ellison syndrome; 

KW gastrointestinal ulceration; paoriasis; cancer; Parkinson's disease; 

KW Alzheimer's; ALS; neuropathy; dermal scarring; wound healing; 

KW nerve repair; thrombosis; bone; cartilage formation; angiogenesis; 

KW asthma; rheumatoid arthritis; multiple sclerosis; inflammatory disorder; 

KW atherosclerosis; cardiac injury; infertility; premature aging; AIDS; 

KW diabetes; stroke; gene therapy; transgenic; PRO; human. 

XX 

OS Homo sapiens. 
XX 

PN WO200015796-A2. 
XX 

PD 23-MAR-2OO0. 
XX 

PF 15-SEP-1999; 99WO-US021090. 
XX 

PR 16-SEP-1998; 98WO-US019330. 
XX 

PA (GETH ) GENENTECH INC. 



XX 
DR 



XX 
PS 
XX 



XX 

so 



Chen J, 
Yuan J; 



Goddard A, Gurney AL, Hi 1 lan K, pennica D, Wood WI; 



WPI; 2000-271434/23. 
N-PSDB; ADC786S2. 

Novel nucleic acids encoding secreted and transmembrane polypeptides with 
homology, e.g. to growth and cancer-associated antigens. 

Claim 12; SEQ ID NO 341; 355pp; English. 

The invention roletes to a novel nucleic acid encoding a PRO polypeptide. 
The polypeptides snd polynucleotides of the invention may be useful as 
research tools and as therapeutics for treating enterocolitis. Zollinger- 
Blliaon syndrome, gastrointestinal ulceration, psoriasis, cancer, 
Parkinson's disease, Alzheimer's disease, ALS, neuropathies, dermal 
scarring and wound healing, nerve repair, thrombosis, bone and/or 
cartilage formation, angiogenesis, asthsa, rheumatoid arthritis, cailtiple 
sclerosis, inflammatory disorders, atherosclerosis, cardiac injury, 
infertility, premature aging, AIDS, diabetes complications and stroke. 
The molecules may also be utilised during gene therapy procedures and 
transgenic animal production. The current sequence is that of the human 
PRO protein of the invention. 

Sequence 318 AA; 



Query Match 

Best Local Similarity 



100.0%; 
100.0%; 



Score 1700; DB 3; 
Pred. No. le-169; 



Length 318; 



Match©* 318; Conservative 0; Mismatches 0; Indole 0; Gaps 0; 

Qy 1 MLSESSS FLKGVMLGS I FCAL I TMLGH I R I GHGNRMHHHEHHH LOAPNKED ILK! 5E0ER 60 

lllllllllllllltlltllllllllllllfllllMllllilllllllillllinill 
Ob 1 MLS ES SS FLKGVMLGS I FCAL I TMLGH I R I GHGNRMHHHEHHH LQAPNKED I L K I SEDER 60 

Oy 61 MELSKSFRVYCI ILVKPKiyVSLKAAVKBTWTKHCDKAEFFSSENVKVFKS INMIHliDMWL 120 

HUM III Ml!! I II I IN l!lll III IN III 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 

Db 61 MELSKSFRVYCI ILVKPKDVSLWAAVTCETVn'KHCIJKAEFFSSEhrVKVFKS INMIHTiDMWL 120 

Oy 131 MMRKAYKYAFDKYRDQYNVIFFLARPTTFAI I ENLKYFLLKKDPSQPFYLGHTI KSGDLEY 180 

llllllllllllllillllllllllllllillltlllllllllllllllllllillllll 
Db 121 MMRKAYKYAFDKYRDQYNWFFLARPTTFAI IENLKYFLLKKDPSQPFYLGHT I KSGDLEY 180 

Oy 181 VGKEGG 1 VLSVE SM KRLII S LLN I PE KCP E QGGM I W K I S ED KQLA VCL KY AGVFAENAEDA 240 

lllllltilllllllllllllllllllllllllllllllllillllllllllllllllll 
Db 181 VGMEGG I VLSVE SMKRLNSLLN I PE KCP E QGGM I W K I S ED KQLAVCLKYAGVFAENAEDA 240 

Oy 241 DGKDVFNTKSVGLSIKEAMTYHPNQVVEGCCSDMAVTFNGLTPN^ 300 

illllllllllllllMMIIIIIIIIIIIII Illllllllllll 

Db 241 DGKDVFNTKSVGLS I KEAMTYHPNQVVEGCtSDMAVTFT^LTPNOMHVMMYGVYRLRAFG 300 

Oy 301 H I FNDALVFLPPMGSDND 318 

llllllllllllllllll 
Db 301 HI FNDALVFLPPMGSDND 318 



RESULT 4 
AAB8027O 

ID AAB80270 standard; protein; 318 AA. 
XX 

AC AAB80270; 
XX 

DT 24-APR-2001 (first entry) 
XX 

DE Human PRO310 protein. 
XX 

KW Human; PRO; dermatological ; antipsoriatic; cytostatic; antiinflammatory; 
KW antiparkinsonian nootropic; neuroprotective; vulnerary; cardiant; 
KW antiangiogenic; vasotropic; antiasthmatic; antirheumatic; cancer; 
KW antiarthritic; antiinfertility; antidiabetic; antiviral; diabetes; 

oph thai mo log teal; gene therapy; skin disease; gastrointestinal disorder; 



KM iachaemia; inflammation. 
XX 

OS Homo sapiens. 



HO200104311-A1. 



1B-JAN-2001. 



PF 22-FEB-20O0; 2O00WO-US004414 . 



07- JUL-1999; 
26-JUL-1999; 
28- JUL- 1999; 

08- SEP-1999; 
13-SEP-1999; 



99US-0143048P. 
99US-0145698P. 
99US-0146222P. 
99WO-US020594. 
99WO-US020944. 



15-SBP-1999; 

15- SEP-1999; 
0S-OCT-1999; 

29- NOV-1999; 

30- NOV-1999; 
02-DEC-1999; 
02-DEC-1999; 

16- DEC-1999; 
20-DSC-1999; 
20-DEC-1999; 
05-JAN-2000; 



99WO-US021090. 
99WO-US021S47. 
99KO-US023089. 
99WO-US028214. 
99WO-US028313. 
99WO-US02B564. 
99WO-US028565. 
99WO-US030095. 
99WO-US030911. 
99WO-US030999. 
2000WO-US000219. 



(GETH ) GENENTECH INC. 



Aahkenazi AJ. Botstein D, Desnoyers L, Eaton DL, Ferrara N; 
Filvaroff B, Fong S, Gao H, Gerber H, Gerritsen ME, Goddard A; 
Godowski PJ, Griraaldi CJ, Gumey AL, Hillan KJ, (Ujavin IJ; 
Mather JP, Pan J, Paoni NF, Roy MA, Stewart TA, Turaaa D; 
Williams PM, Wood WI; 

WPI; 2001-0810S1/09. 
N-PSDB; AAP72431. 



PT Sixty one nucleic acids encoding PRO polypeptides which are useful in the 

PT treatment of skin diseases (e.g. psoriasis), cancers (e.g. lung i 

PT cell carcinoma) and neurodegenerative diseases (e.g. Alzheimer's 

PT disease) . 

XX 

PS Claim 1; Fig 120; 393pp; English. 
XX 

CC The present sequence is one of sixty one novel secreted and transmembrane 

CC PRO polypeptides. The PRO polypeptides are useful for treating skin 

CC diseases (e.g. psoriasis), cancers (e.g. lung squamous cell carcinoma), 

CC gastrointestinal disorders (e.g. enterocolitis), neurodegenerative 

CC diseases (e.g. Alzheimer's disease, Parkinson's disease), wound repair, 

CC cardiovascular disorders (e.g. endometrial bleeding angiogenesis, 

CC ischaemias such as coronary ischaemia, atherosclerosis) , inflammatory 

CC disorders (e.g. asthma, rheumatoid arthritis, multiple sclerosis) , 

CC infertility, AIDS and diabetes and retinal disorders such as retinitis 

CC pigmentosum. The PRO nucleic acids have applications in molecular 

CC biology, including use as hybridization probes, and in chromosome and 

CC gene mapping 

XX 

SO Sequence 318 AA; 

Ouery Match 100.0%; Score 1700; DB 4; Length 318; 

Best Local Similarity 100.0%; Pred. No. le-169; 

Matches 318; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Oy 1 MLS E S S S FLKGVMLGS I FCAL I TMLGH I R I GKGNRMHHHEHHH LOAPNKED ILKISEDER 60 

lllllllilllllllllllllllllllllllllllll llllllllll Illllllllllll 
Db 1 MLS ESS 5 FLKGVMLGS I FCAL I TMLGH I R I GHGNRMHHHEHHHLQAPNKED ILKISEDER 60 

Oy 61 MELSKSFRV^CI ILVTCPKDVSLWAAVKETWTKHCDKAEFFSSENVKVFESINMDTNDMWL 120 

IIIIIIIIIMIIIIIIMIIIIIIIIIIIIIIIIIMIIIIHIIIIIIIINIIIMI 

Db 61 MELSKSFRVYCI ILVKPKDVSLWAAVKETWTKHCDKAEFFSSENVKVFESINMDTNDMWL 120 



Oy 121 MMRKAYKYAFDKYRDQYNWFFLARPTTFAI I ENLKYFLLKKDPSOPFYLGHTI KSGDLEY 180 

iiiiiiiiiiiiiiiiiiiiiiiimiiiiimiiimiiiMiiiimiiiiiii 

Db 121 MMRKAYKYAFDKYRDQYNWFFLARPTTFAI IENLKYFLLKKDPSQPFYLGHT I KSGDLEY 180 

Oy 181 VGMEGG I VLSVE SMKRLNSLLN I P E KCP EOGGM I W K I SED KQLAVCLKYAGVFAENAEDA 240 

iiiiiMiimiiiii iiimiiiiiiiiiifiiimiiiimiiii 

Db 181 VGMEGG I VLSVESM KRLNS LLN I PE KC PEOGGM I W K I SED KQLAVCLKYAGVFAENAEDA 240 

Oy 241 DGKDVFNTKSVGLS I KEAMTYHPNQVVEGCCSDMAVTFNGLTPNOMHVMMYGVYRLRAFG 300 

IIMIIIIIIIIIIIIIIIIIMIIfillllllllllllllMIIIIIIIIIIIIIMII 

Db 241 DGKDVFNTKSVGLS I KEAMTYHPNQVVEGCCSDMAVTFNGLTPNQMHVMMYGVYRLRAFG 300 

Oy 301 HI FNDALVFLPPMGSDND 318 

llllllllllllllllll 
Db 301 HIFNDALVFLPPNGSDND 318 



RESULT 5 
AAU12358 

ID AAU12358 standard; protein; 318 AA. 
XX 

AC AAU12358; 



DT 24-OCT-2001 (first entry) 
XX 

DE Human PRO310 polypeptide ai 



KW Human secretory and transmembrane; PRO; mammalian; cancer; lung; breast; 

KW prostate; cervical; tumour necrosis factor-alpha; TNF-alpha; cartilage; 

KW ear; proliferation; glucose; free fatty acid; skeletal muscle; adipocyte; 

KW A -peptide; factor VI IA; gene therapy. 
XX 

OS Homo sapiens. 
XX 

PN WO200140466-A2. 
XX 

PD 07-JUN-2001. 



01-DEC-2000; 2000WO-US032678 . 



01-DEC-1999; 

01- DEC-1999; 

02- DBC-1999; 
02 -DEC- 1999; 
02-DEC-1999; 
09-DEC-1999; 
16-DEC-1999; 
20-DEC-1999; 
20-DEC-1999; 
30-DEC-1999; 
30-DEC-1999; 

05- JAN-20OO; 

06- JAN-2000; 



99WO-US028301. 
99WO-US026634. 
99WO-US028551. 
99WO-US028S64. 
99WO-US028565. 
99US-0170262P. 
99WO-US030095. 
99WO-US030911. 
99WO-US030999. 
99WO-US031243. 
99WO-US031274. 
2000WO-US000219. 
2000WO-US000277. 
06-JAN-2000; 2000WO-US000376 . 
ll-FEB-2000; 2000WO-US00356S . 
1B-FEB-2000; 2000WO-US004341 . 
1S-FEB-2000; 200OWO-US004342 . 



22-FBB-2000; 2000WO-US0044 14 . 

24-FEB-2000; 2000WO-US004914 . 

24-FEB-2000; 2O00WO-US00S004 . 

01- MAR-2000; 2000WO-USO05601 . 

02- MAR-2000; 2O00WO-US00584 1 . 

03- MAR-2000; 2O00US-0187202P. 

10- MAR-2000; 2000WO-US006319. 
1S-MAR-2000; 2000WO-US006884 . 

20- MAR-2000; 2000WO-US007377 . 

21- MAR-2000; 2000WO-US007532 . 
30-MAR-2000; 2000WO-US00S439. 
17-MAY-2000; 2000WO-US013705 . 

22- MAY-2000; 2000WO-US014042 . 
30-MAY-2000; 2000WO-US01494 1 . 
02-JUN-2000; 2O00WO-US01S264 . 
05-JUN-2000; 2OOOUS-0209832P. 
28-JUL-2000; 2000WO-US020710 . 

11- AUG-2000; 2000WO-US02203 1 . 

23- AUG-2000; 2000WO-US023522 . 

24- AUG-2000; 2000WO-US023328 . 
08-NOV-2000; 2000WO-US030952 . 
10-NOV-2000; 2000WO-US030873 . 

(GETH ) GENENTECH INC. 



XX 
PT 
PT 



PI Baker KP, Bereeini M, Deforge L. Desnoyers L, Filvaroff E, Gao W; 

PI Gerritsen MB. Goddard A. Godowski PJ, Gurney AL. Sherwood S; 

PI Smith V, Stewart TA, Tumas D. Watanabe CK, Wood WI, Zhang Z; 
XX 

DR WPI; 2001-408281/43. 
N-PSDB; AAS21430. 

Isolated , secretory and transmembrane PRO polypeptide used to detect 
other PRO polypeptides, link bioactive molecules to cells expressing PRO 

PT polypeptides, and detect the presence of mammalian tumors e.g. lung. 

PT breast, prostate, cervical. 
XX 

PS Claim 12; Fig 374; B13pp; English. 
XX 

CC AAU12172-AAU12446 represent novel human secretory and transmembrane PRO 

CC polypeptides. The PRO polypeptides are useful to detect other PRO 

CC polypeptides, to link bioactive molecules to cells expressing PRO 

CC polypeptides, to modulate biological activities of cells expressing PRO 

CC polypeptides, and to detect the presence of mammalian lung, colon, 

CC breast, prostate, rectal, cervical or liver tumours by comparing PRO 

CC polypeptide expression in a cell sample to that in a control sample. Some 

CC of the 275 sequences are also useful to stimulate the release of tumour 

CC necrosis factor-alpha (TNF-alpha) from human blood, the proliferation or 

CC differentiation of chondrocytes, the proliferation or gene expression in 

CC pericyte cells, the release of proteoglycans from cartilage, the 

CC proliferation of inner ear utricular supporting cells or of T- 

CC lymphocytes, the release of a cytokine from peripheral blood monocytes 

CC (PBMCs), or the proliferation of endothelial cells. Some of the PRO 

CC polypeptides may modulate glucose or free fatty acid uptake by skeletal 

CC muscle cells or by adipocytes; or inhibit binding of A-peptide to factor 

CC VI IA. The PRO polypeptides can be used in assays to identify molecules 

CC involved in binding interactions. The polynucleotides encoding PRO 



CC polypeptides can be used to generate probes, antisense RNA/DNA, 

CC transgenic or knock out animal ■ and can be used in gene therapy 

XX 

SO Sequence 318 AA; 

Ouery Hatch 100.0%; Score 1700; DB 4; Length 310; 

Best Local Similarity 100.0%; Pred. No. le-169; 

Matches 318; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Oy 1 MLSESSSFLKGVMLGS I FCAL ITMLGH I R I GHGNRMHHHEHHHLQAPNKED 1 LKI SEDER 60 

llllllllillllllllllliltllllllllllllllllllllllllllllilllllMI 

Db 1 MLSS SS S F L KGVMLG S I FCAL I TMLGH I R I GH GNRMHHH EHHHLQAPNKED I LK I SEDER 60 

Oy 61 MBLS KS FRVYC 1 1 LVKP KDVS LWAA VKETWTKH CD KAE F FSSENVKVFES I NMDTNDMWL 120 

1 1 II I INIIIMI III lllllllll MIHI I III IIMI I II I II I II IIIMII Ml 

Db 61 KELSKSFRVYCI ILVKPKDVSLWAAVKETWTKHCDKAEFFSSENVTCVFESI NMD 120 

Oy 121 MKRKAYICfAFDKYRDQVNWFFLAKPTTFAI IENL1CYFLLKKDPS0PFYLGHTIKSGDLEY 180 

llllllllllllilllllllllltlllllltllltlllllllllllllllllllllllll 
Db 121 MMRKA YKYAFD KYRDQYNWF FLAR PTTFA 1 1 ENLKY FLL KKD PSO P FYLGHT I KSGD LEY 180 

Oy 181 VGMEGG I VLSVESM KR LNS LLN I P E KCPEOGGM IWKISEDKQ LAVCLKYAGVFAENAEDA 240 

II Ml III IIMII Ml llilll IIIMMIIMIIMMIMINIMII IMIII III 

Db 181 VGMEGGI VLSVESMKRLNSLLNI PEKCPEQGGMIWKISEDKQIjAVCLKYAGVFAENAEDA 240 

Oy 241 DG KDVFNTKSVGLS I KEAMTYHPNQVVEGrcSDMAVTFtCLTPNOHHVMMYGVYRLRAFG 300 

IIIIIIIMIilllllllllllMlllltllllllllfllllllllllllllllllllll 
Db 241 DG KDVFNTKSVGLS I KEAMTYHPNOVVEGCCSDMAVTFNGLTPNQMHVMMYGVYRLRAFG 300 

Oy 301 HIFNDALVFLPPNGSDND 31B 

I I I I I I I I I I I I I I I I M 
Db 301 H 1 FNDALVFLP PNGSDND 3 IB 

RESULT 6 
ABU7164B 

ID ABU71648 standard; protein; 318 AA. 
XX 

AC ABU71648; 
XX 

DT 16-JUN-2003 (first entry) 
XX 

DB Human PRO polypeptide 059. 
XX 

KW Human; PRO; secreted polypeptide; transmembrane polypeptide; 

KW pathological disorder; cardiac insufficiency diaorder; protein secretion; 

KW pancreas; diabetes; gastrointestinal mucosa; mucosal lesion; psoriasis; 

KW skin disease; keratinocyte differentiation; epithelial cancer; tumour; 

KW lung squamous cell carcinoma; epidermoid carcinoma; vulva; glioma; 

KW cytostatic; cardiant; endocrine; antidiabetic; gastrointestinal; 

KW antiulcer; dermatologies I; vulnerary. 

XX 

OS Homo sapiens. 
XX 

PN US2002146709-A1. 
XX 

PD 10-OCT-2002. 



PF 18-JUL-2001; 2001US-00909088 . 



F-SEP-1997; 
F-SBP-1997; 
J-SEP-1997; 
1 -SEP -1997 ; 
J-SBP-1997; 
f-SEP-1997; 
f-SEP-1997; 
J-SBP-1997; 
l-SEP-1997; 
5-OCT-1997; 
t -OCT- 1997 ; 
t -OCT- 1997 ; 
L -OCT- 1997 ; 
l-OCT-1997; 
l-OCT-1997; 
l-OCT-1997; 
t-OCT-1997; 
l-OCT-1997; 
l-OCT-1997; 
l-OCT-1997; 
F-OCT-1997; 
' -OCT- 1997; 
l-OCT-1997; 
l-OCT-1997; 
l-OCT-1997; 
l-OCT-1997; 
l-OCT-1997; 
l-OCT-1997; 
>-OCT-1997; 
>-OCT-1997; 
l-OCT-1997; 
l-OCT-1997; 
l-OCT-1997; 
l-OCT-1997; 
l-OCT-1997; 

-OCT-1997; 

-OCT-1997; 
l-NOV-1997; 
'-NOV-1997; 
l-NOV-1997; 
'-NOV-1997; 
l-NOV-1997; 

-NOV-1997; 

-NOV-1997; 
i -NOV- 1 997 ; 

-NOV-1997; 

-NOV-1997; 

-NOV-1997; 

-NOV-1997; 
t-SEP-1998; 

-SEP-1998; 

-SEP-1998; 

-SEP-1998; 

-DEC-1998; 



97US-0059113P. 
97US-00S911SP. 
97US-0059117P. 
97US-0059119P. 
97US-O0S9121P. 
97US-0059122P. 
97US-0059184P. 
97US-0059263P. 
97US-00S9266P. 
97US-006212SP. 
97US-0062285P. 
97US-0062287P. 
97US-0063486P. 
97US-0062S14P. 
97US- 00628 16P. 
97US-006304 5P. 
97US-0063120P. 
97US-0063121P. 
97US-0063127P. 
97US-0063128P. 
97US-O063327P. 
97US-O063329P. 
97US-0063541P. 
97US-0063S42P. 
97US-0063S44P. 
97US-0063S49P. 
97US-00635S0P. 
97US-0063564P. 
97US-0063435P. 
97US-0063704P. 
97US-0063732P. 
97US-0063734P. 
97US-0063735P. 
97US-0063738P. 
97US-006421SP. 
97US-0063870P. 
97US-0064103P. 
97US-006424BP. 
97US-0064809P. 
97US-0065186P. 
97US-0065846P. 
97US-0065693P. 
97US-0066120P. 
97US-0066364P. 
97US-0066453P. 
97US-0066466P. 
97US-0066S11P. 
97US-0066770P. 
97US-0066772P. 
98WO-US0 18824. 
98WO-US019177. 
98WO-US019330. 
98WO-US019437. 
98WO-US02S1O8. 



08-SEP-1999; 
13-SEP-1999; 
15-SEP-1999; 

15- SEP-1999; 
05-OCT-1999; 

29- NOV-1999; 

30- NOV-1999; 

01- DEC-1999; 

02- DEC-1999; 
02-DEC-1999; 

16- DEC-1999; 
20-DEC-1999; 
20-DEC-1999; 
05-JAN-2000; 



99WO-US02O594. 
99WO-US020944. 
99WO-US021O90. 
99WO-US021547. 
99WO-US023089. 
99WO-US028214. 
99WO-US028313. 
99WO-US028301. 
99WO-US028564. 
99WO-US028S65. 
99WO-US03009S. 
99WO-US030911. 
99WO-US030999. 
2000WO-US000219. 



ll-FEB-2000; 2000WO-US003565 . 

22-FEB-2000; 2000WO-US004414 . 

24-FEB-2000; 2000WO- US005004 . 

02-MAR-2000; 2000WO-US00584 1 . 

20-MAR-2000; 2000WO-US007377 . 

30-MAR-2000; 2000WO-US008439. 

22-MAY-2000; 2000WO-US014042 . 

02-JUN-2000; 200QWO-US015264 . 

2B-JUL-2000; 200OWO-US02O71O. 

24 -AUG- 2000 ; 2000WO-US02332B . 

18-SEP-2000; 2000US-00665350 . 



PA (GETH ) GENENTECH INC. 
XX 

PI Ashkenazi A. Botstein D, Desnoyers L, Eaton DL, Ferrara N; 

PI Filvaroff E, Fong S. Gao W. Gerber H, Gerritsen ME, Goddard A; 

PI Godowski PJ. Grimaldi JC, Gurney AL/ Hillan KJ. Kljavin IJ; 

PI Kather JP, Pan J. Paoni NF, Roy MA, Stewart TA, Tumas D; 

PI Williams PM, Wood WI; 

XX 

DR WPI; 2003-328338/31. 

DR N-PSDB; ACAS9177. 



PT Isolated nucleic acid useful for e.g., treating pathological disorders 

PT encodes a secreted or transmembrane protein. 

XX 

PS Claim 12; Fig 120; 473pp; English. 
XX 

CC The invention relates to human PRO polypeptides (secreted or 

CC transmembrane polypeptides) and the polynucleotides encoding them. The 

CC PRO polypeptides and polynucleotides can be used in treating pathological 

CC disorders and tumours, in therapeutic treatment of cardiac insufficiency 

CC disorders and in therapeutic treatment of disorders involving protein 

CC secretion by the pancreas, including diabetea. They can also be used in 

CC treating disorders associated with the preservation and maintenance of 

CC gastrointestinal mucosa and the repair of acute and chronic mucosal 

CC lesions, and akin diseases associated with abnormal keratinocyte 

CC differentiation (e.g.. psoriases, epithelial cancers such as lung 

CC squamous cell carcinoma, epidermoid carcinoma of the vulva and gliomas). 

CC The sequences can be used as molecular markers for protein 

CC electrophoresis purposes and can be utilised in protein-protein binding 

CC assays, biochemical screening assays, immunoassays and cell -based assays. 

CC This sequence represents a human PRO polypeptide of the invention 



XX 

so 



Sequence 31B AA; 



Query Match 100.0%; Score 1700; DB 6; 

Best Local Similarity 100.0%; Pred. No. le-169; 
Matches 318; Conservative 0; Mismatches 0; 



Length 318; 



0; Gaps 



oy 


1 


Db 


1 


Oy 


61 


Db 


61 


oy 


121 


Db 


121 


Oy 


161 


Db 


181 


Oy 


241 


Db 


241 


Oy 


301 


Db 


301 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 } 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 



1 1 J 1 1 1 1 J I M 1 1 1 r M 1 1 1 1 1 1 1 1 1 1 1 1 ( 1 1 1 1 f 1 1 M I M 1 1 1 1 J 1 1 1 1 i M 1 1 1 1 1 



I 1 1 II I M 1 1 1 1 1 1 1 II I II 1 1 M 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 H II I 1 1 1 



lllllllllllllllilllilillllllllMIMIIIIIIIIIIIIIIIMIlllllll 



II III II MM III IIMII III III IIMII III I III II I III III Ml Mill MM 



1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 



RESULT 7 
ABO17B02 

ID ABO17802 standard; protein; 318 AA. 
XX 

AC ABO17B02; 
XX 

DT 26-AUG-2003 (first entry) 
XX 

DE Novel human secreted and transmembrane protein PR0310. 
XX 

KW Human; secreted and transmembrane protein; PRO; antiinflammatory; 

KW antiarteriosclerotic; cardiant; anti -infertility; anti-HIV; cytostatic; 

KW antidiabetic; gene therapy; tumour necrosis factor (TIJF) -alpha release; 

KW TNF-slpha release; cell proliferation; cell differentiation; 

KW gene expression modulator; proteoglycan release; cytokine release; 

KW tumour; inflammatory disease; organ failure; atherosclerosis; 

KW cardiac injury; infertility; birth defect; premature aging; AIDS; 

KW acquired immunodeficiency syndrome; cancer; diabetic complication; 

KW chromosome mapping; gene mapping; pharmaceutical; diagnostic; biosei 

KW bioreactor; tissue typing. 



PN US2003032156-A1. 



PD 


13-FEB-2003 . 






XX 






OP 


PF 


06 -MAY- 2002; 


2 002 US -001 4 04 74 . 


OB 

PR 


XX 








PR 


31 -MAR - 1 997 ; 


97WO-U500 5230 . 


DO 

PR 


PR 


12-JUN-1998; 


96WO-US012456 . 


PR 


PR 


14 -JUL- 199B ; 


96WO-US014552 . 


PR 


PR 


28-AUG-1998; 


96VO-US01768S . 


PR 


PR 


10-SEP-199B; 


ofiVA item no'yj 


PR 


PR 


14 -SEP-1998; 


96WO-US019093 . 


PR 


PR 


14 -SEP- 1998 ; 


98WO-US019094 . 




PR 


14 -SBP-199B; 


9 8 WO - US 0 19177 . 


OB 

PR 


PR 


16 -SEP- 1998; 


96WO-US0 1 9330 . 


PR 


PR 


17 -SEP-1998 ; 


96WO-US0 1 94 37 , 




PR 


U f i - 1 yjO i 


9 B WO - US0 2 1141 


DO 


PR 


2 9 * OCT - 1 9 98 ; 










98WO-US022992 


DP 


PR 


20 -NOV- 1998 ; 


96WO-US024855 . 




PR 


HI" UM» - 1 7 v e , 




PP 


PR 


05- JJW- J. 777, 






PR 


U H "HAM" 1777, 




OP 


PR 


10 -MAR- 1 999; 


99WO-US005190 . 


PR 


PR 


20 - APR - 1999 ; 


99WO-US008615 . 


PR 


PR 


14-MAY-1999; 


9 9WO - US0 1 0733. 


PR 


PR 


02-JUN-1999; 


99WO-US012252 . 


PR 


PR 


01 -SEP- 1 999; 


9 9WO-US020 1 1 1 . 


PR 


PR 


08 -SEP- 1999; 


99WO-US020594 . 


PR 


PR 


13-SBP-1999; 


99WO-US020944 . 


PR 


PR 


15-SBP-1999; 


99WO-US021090. 


PR 


PR 


15-SEP- 1999; 


99WO-US021547. 


PR 


PR 


05-OCT- 1999; 


99WO-USD23QB9 . 


PR 


PR 


2 9 -NOV* 1999; 


9 9WO - US0 26214. 


PR 


PR 


30 -NOV- 1999; 


9 9 WO - US 028313. 


PR 


PR 


JO- NUV - 1 7 7 s ; 


99WO-US02 84 09 , 


PR 


PR 


01 -DEC- 1999; 


99WO-US028301 . 


PR 


P o 


01 -DEC -1999; 


99WO-U5Q2 9634 . 


PR 






7?KfU*U50i DPS 1 . 


PR 


PP 


U ^ -UBt-l777, 


77WU-UaUi S DO 4 ! . 




PR 


no-ncn-i qqo • 


yynij- UdUiD303 . 


p R 
PR 


p 


lo -utL - 


a ovft. t ic ft i An oc 


PR 


OP 

PR 


iU-UhL- 1777, 




PR 


PR 


20 -DEC - 1999; 


99WO-US030999 . 


PR 


PR 


22 -DEC- 1999; 


99WO-US030720 . 


PR 


PR 


30 -DEC-1999 ; 


99WO-US03 1243 . 


PR 




30-DEC-1999; 


99WO-US031274 . 


PR 


DP 


0 5 - JAN - 2 0 0 0 ; 


2000WO-US0002 1 9 . 


PR 


PR 


0 6 - JAN -2000; 




XX 


PR 


06 -JAN -2000; 


2000WO-US000376 . 


PA 


PR 


11-F6B-2000; 


200 0WO-US0 03565. 




PR 


18-FEB-2000; 


2000WO-US004341. 


PI 


PR 


18-FEB-2000; 


2000WO-US004342. 


PI 


PR 


22-FBB-200O; 


2000WO-US004414. 


PI 


PR 


24-FEB-2000; 


2000WO-US004914. 


XX 


PR 


24-FEB-20OO; 


2000WO-US005004. 


DR 


PR 


Ol-MAR-3000; 


2000WO-US005601. 


DR 


PR 


O2-MAR-200O; 


2000WO-US005746. 


XX 


PR 


02-MAR-2000; 


2000WO-US005B41. 


PT 



10- MAR-2000; 2000WO-US006319. 

15- KAR-2000; 2000WO-U5006864 . 

20- MAR-2000; 2000WO-US007377 . 

21- KAR-20OO; 2000WO-US007S32 . 
30-MAR-2O0O; 2000WO - US0084 39 . 

17- MAY-2000; 2000WO-US013705 . 

22- MAY-2000; 2000WO-US014042 . 
30-MAY-2OOO; 2000WO-US014941 . 
02-JUN-2OOO; 2000WO-US01S264. 
2B-JUL-2000; 2000WO-US020710. 

11- AUG-2000; 200OWO-US022O31 . 

23- AUG-2000; 2000WO-US023522 . 

24- AUG-2000; 2000WO-US023328 . 

08- NOV-2O00; 2000WO-US0309S2 . 
10-NOV-2000; 2000WO-US030873 . 
01-DEC-2000; 2000WO-US032678 . 
20-DEC-2000; 2000US-007472S9. 
20-DEC-2000; 2000WO-US034956. 
28-PEB-2001; 2001US-00796498 . 

28- FEB-2001; 2001WO-US006520 . 
01-MAR-2001; 2001WO-US006666 . 

09- MAR-2001; 2001US-00802706 . 
14-MAR-2001; 2001US-00808689 . 
22-MAR-2001; 2001US-00816744 . 
05-APR-20O1; 2001US-00828366 . 

10- MAY-2001; 200 1US - 008 5420 B . 
10-MAY-20O1; 2001US-00654280 . 
1B-MAY-2001; 2001US-00860216 . 

25- MAY-2001; 2001US-0086602B . 
25-MAY-20O1; 2001US-00866034 . 
2S-MAY-2001; 2001WO-US017092 . 
01-JUN-20O1; 2001US-00872035. 
01-JUN-20O1; 2001WO-US017800. 

05- JUN-2001; 20O1US-O0874503 . 
14-JUN-2001; 20O1US-OO882636 . 

19- JUN-2001; 2001US-00886342. 

20- JUN-2001; 2001WO-US019692 . 

21- JUN-2001; 2001US-00887879. 

22- JUN-2001; 2001HO-US020116. 

29- JUN-20O1; 2001WO-US021066 . 
09-JUL-20O1; 2001WO-US021735. 

18- JUL-2001; 20O1US-0O908827 . 

06- AUG-2001; 2001US-009244 19 . 
09-AUG-20O1; 2001US-00927796 . 

16- AUG-20O1; 2001US-00931836 . 

19- DEC-2001; 20O1US-O002B072 . 

(GETH ) GENENTECH INC. 

Baker KP, Beresini M, Deforge L, Desnoyers L, Filvaroff E , Gao 
Gerritsen MB, Goddard A, Godowski PJ. Gurney AL, Sherwood S; 
Smith V, Stewart TA. Tunas D, Watanabe CK, Wood WI, Zhang Z; 

WPI; 2003-341980/32. 
N-PSDB; ACD24039. 

New secreted and transmembrane PRO nucleic acids, for treating 



PT inflammation, organ failure, atherosclerosis, cardiac injury, 

PT infertility, birth defects, premature aging, axquired immunodeficiency 

PT syndrome {AIDS), or cancer. 

XX 

PS Claim 12; Fig 374; 660pp; English. 
XX 

CC The invention describes an isolated nucleic acid (I) comprising, or which 

CC has 80 % sequence identity to, or the full-length coding sequence of, one 

CC of 275 nucleotide sequences, and which encodes a corresponding 

CC polypeptide selected from 275 amino acid sequences, where all sequences 

CC are given in the specification. The polypeptide encoded by (1) is used to 

CC detect PRO polypeptides, link a bioactive molecule to a cell expressing a 

CC PRO polypeptide, modulate a biological activity of a cell, stimulate the 

CC release of tumour necrosis factor (TNF) -alpha from human blood, modulate 

CC the uptake of glucose or free fatty acid by cells, stimulate or inhibit 

CC the proliferation or differentiation of cells or gene expression, 

CC stimulate the release of proteoglycans, stimulate the release of cytokine 

CC from peripheral blood mononuclear cells, inhibit the binding of A-peptide 

CC to factor VI IA, or detect the presence of tumour in a mammal. The nucleic 

CC acid and polypeptide encoded by it. are uaeful for treating inflammatory 

CC diseases, organ failure, atherosclerosis, cardiac injury, infertility, 

CC birth defects, premature aging, acquired in-rainodef iciency syndrome 

CC (AIDS) , cancer, or diabetic complications. The nucleic acid is useful as 

CC hybridisation probes, in chromosome and gene mapping, and in generating 

CC antisense RNA or DNA. The polypeptides are useful as pharmaceuticals. 

CC diagnostics, biosensors or bioreactors. Both are useful in tissue typing. 

CC This is the amino acid sequence of a novel human aecreted and 

CC transmembrane PRO polypeptide 

XX 

SO Sequence 318 AA; 

Query Match 100.0%; 
Best Local Similarity 100.01; 
Matches 318; Conservative 0 



301 HIFNDALVFLPPNGSDND 318 



Score 1700; DB 6; 
Pred. No. le-169; 
Mismatches 0; 



Length 318; 



Oy 
Db 
oy 

Db 

oy 

Db 

oy 

Db 

Oy 



1 KLSESSSFLKGVKLGSI FCALITMIXjHIRIGHGNRMHHHEHKHLOAPNKEDILKI SEDER 60 

llliilllllllllllMIIIIIIIIMIillllllllllllllllllllllllllllll 

1 ML5ESSS FLKGVMLGS I FCALI TMLGH I R IGHGNRMHHHEHKHLQAPNKED I LKI SEDER 60 
61 MEI^KSFRVYCIILVKPKDVSLWAAVKETWTKHCDKAEFFSSE^ 120 

1 111 iiimimn iiMiiiii linn 111 iiiiii 111 nun mm mil 

61 MELSKSFRVYCI I LVXPKDVSI^AAVKETWTKHCTIKAEFFSSEWKVFES irWHTJDMWL 120 

121 MMRKAYKYAFDKYRDOYNWFFLARPTTFAI I ENLKYFLLKKDPSQPFYLGHT I KSGDLEY 180 

IIIIIIIIIIIIMIIIIIIIIIIIIIMIIIilllMllltlllfMIIIIIIMIIII 
121 MMRKA Y KYAFD KYUDQYNW FFLARPTT FA 1 1 ENLKYFLLKKD PSOP FYLGHT I KSGD LEY 180 

181 VGMEGGIVI^VBSMKRLNSLI^IPEKCTEC<XjMIWKISEDKOLAVCLKYAGVFAENAEDA 240 

I mm MINI III III III MINI III IIIIII MMII III III III III Mill 

181 VGHEGG I VLSVESMKRLNSLLN I PEKCPEQGGM I WKI SEDKQLAVCLKYAGVFAENAEDA 240 
241 OGKDVFNTKSVGLS I KEAMTYH PNOVVEGCCSDMAVTFNGLTPNC^OTVMMYGVYRLRAFG 300 

I IIIIII MIIIM I (III I III IN Mill HUM Ml MM II I Mill III MM I 

241 OGKDVFNTKSVGLS I KEAMTYH PHCyVVEGCCSDMAVTFNGLTPNCWHVMM 300 

301 HIFNDALVFLPPNGSDND 318 
llllllllllllllllll 



RESULT 8 
ABU71503 

ID ABU71503 standard; 
XX 

AC ABU71503; 



protein; 318 AA. 



DT 10-JUN-2003 (first entry) 
XX 

DB Human PRO polypeptide #59. 
XX 

KW Human; secreted and transmembrane protein; PRO polypeptide; cancer; 

KW Alzheimer's disease; ischaemia; cytostatic; nootropic; vasotropic; 

KW neuroprotective. 
XX 

OS Homo sapiens. 
XX 

PN US2002192659-A1. 
XX 

PD 19-DEC-2002. 
XX 

PF 10-JUL-2001; 20O1US-O0902853 . 



17-SEP-1997; 
17-SEP-1997; 
17-SBP-1997; 
17-SBP-1997; 
17-SEP-1997; 
17-SEP-1997; 

17- SEP-1997; 

18- SEP-1997; 
18-SEP-1997; 
15-OCT-1997; 
17-OCT-1997; 
17-OCT-1997; 
2 1 -OCT- 1997 ; 
24-OCT-1997; 
24-OCT-1997; 
24-OCT-1997; 
24-OCT-1997; 
24-OCT-1997; 
24 -OCT- 1997; 
24-OCT-1997; 
27-OCT-1997; 

27- OCT-1997; 

28- OCT-1997; 
28-OCT-1997; 
28-OCT-1997; 
28-OCT-1997; 
28-OCT-1997; 

28- OCT-1997; 

29- OCT-1997; 
29-OCT-1997; 
29-OCT-1997; 
29-OCT-1997; 



97US-0059113P. 
97US-0059115P. 
97US-0059117P. 
97US-0059119P. 
97US-0059121P. 
97US-0059122P. 
97US-00591B4P. 
97US-0059263P. 
97US-0059266P. 
97US-0062125P. 
97US-0062285P. 
97US-00622B7P. 
97US-00634B6P. 
97US-0062814P. 
97US-0062B16P. 
97US-0063045P. 
97US-0063120P. 
97US-0063121P. 
97US-0063127P. 
97US-0063128P. 
97US-0063327P. 
97US-0063329P. 
97US-0063S41P. 
97US-0063542P. 
97US-0063S44P. 
97US-0063S49P. 
97US-0063550P. 
97US-0063S64P. 
97US-0063435P. 
97US-0063704P. 
97US-0063732P. 
97US-0063734P. 



29-OCT-1997; 
29-OCT-1997; 
29-OCT-1997; 
31-OCT-1997; 
31-OCT-1997; 
03-NOV-1997; 

07- NOV-1997; 

12- NOV-1997; 
17-N0V-1997; 
1B-NOV-1997; 
21 -NOV- 1997; 
21-NOV-1997; 
24-NOV-1997; 
24-NOV-1997; 
24-NOV-1997; 
24-NOV-1997; 
24-NOV-1997; 
10-SEP-1998; 

14- SBP-1998; 

16- SBP-1998; 

17- SEP-1998; 
01-DEC-1998; 

08- SBP-1999; 

13- SEP-1999; 

15- SEP-1999; 

15- SEP-1999; 
05-OCT-1999; 

29- NOV-1999; 

30- NOV-1999; 

01- DEC-1999; 

02- DEC-1999; 
02-DEC-1999; 

16- DEC-1999; 
2D-DEC-1999; 
20-DEC-1999; 



97US-O06373SP. 
97US-0063738P. 
97U5-0064215P. 
97US-O063870P. 
97US-0064103P. 
97US-0064248P. 
97US-0064809P. 
97US-00651B6P. 
97US-006SS46P. 
97US-0065693P. 
97US-0066120P. 
97US-0066364P. 
97US-0066453P. 
97US-0066466P. 
97US-0066511P. 
97US-0066770P. 
97US-0066773P. 
98WO-US018824. 
98WO-US019177. 
98WO-US019330. 
98WO-US019437. 
98WO-US025108. 
99WO-USO20594. 
99WO-US020944. 
99WO-US021090. 
99WO-US021547. 
99WO-US023089. 
99WO-US028214. 
99WO-US028313. 
99WO-US028301. 
99WO-US028564. 
99WO-US028565. 
99WO-US03009S. 
99WO-US030911. 
99WO-US030999. 



PR OS-JAN-2000; 2000WO-USQ Q02 1 9 . 

PR ll-FEB-2000; 2000WO-USO03S6S . 

PR 22-FEB-2OO0; 2000WO-US004414 . 

PR 24-FEB-2000; 2000WO-US005004 . 

PR 02-MAR-2000; 2000WO-USO05841 . 

PR 2O-MAR-20O0; 2000WO-US007377 . 

PR 30-MAR-2000; 2000WO-US00B439. 

PR 22-MAY-2000; 2000WO-US014042 . 

PR 02-JUN-2000; 2000WO-US01S264 . 

PR 28-JUL-2000; 2000WO-US02D710 . 

PR 24-AUG-2000; 2000WO-US023328 . 

PR 18-SEP-2O00; 2O00US-O066535O . 
XX 

PA (GETH ) GENENTECH INC. 
XX 

PI Ashkenazi A, Bocstein D , Desnoyers L, Eaton DL, Ferrara Nj 

PI Filvaroff E, Fong S, Gao W. Gerber H, Gerritaen ME, Goddard A; 

PI Godoweki PJ. Grimaldi JC, Gurney AL, Hillan KJ, Kljavin IJ; 

PI Mather JP, Pan J, Paoni NF, Roy MA, Stewart TA. Tumaa D; 

PI Williams PM, Wood HI; 

XX 

DR WPI; 2003-361832/34. 



DR N-PSOB; ACA58574. 
XX 

PT New iaolated nucleic acid encoding a PRO polypeptide, e.g. PR0245 or 

PT PR01B6B, uaeful in molecular biology, chromosome and gene napping, in 

PT generating antiaenae RNA and DNA, and in gene therapy. 
XX 

PS Claim 12; Fig 120; 474pp; English. 
XX 

CC The present invention relatea to the i eolation of novel human aecrated 

CC and transmembrane proteine (PRO polypeptides), and the polynucleotide 

CC aequencee encoding them. The polynucleotide aequencea are uaeful in 

CC molecular biology, aa hybridieation probea, in chromoaome and gene 

CC mapping, in generating antiaenae RNA and DNA. and in gene therapy. The 

CC polynucleotide sequences may alao be used in preparing PRO polypeptides 

CC by recombinant techniques, and in generating either transgenic animals or 

CC knock-out animals which, in turn, are useful in the development and 

CC screening of therapeutically useful reagents. The PRO polypeptides or 

CC their antibodies are uaeful in preparing a medicament for treating a 

CC condition responsive to the polypeptide or antibody, such as cancer, 

CC Alzheimer' a diaeaae or iachaemia, and in various diagnostic assays. 

CC ABU71445-ABU71505 represent human PRO polypeptides of the invention 

XX 

SO Sequence 318 AA; 

Query Match 100.0%; Score 1700; DB 6; Length 318; 

Best Local Similarity 100.0%; Pred. No. le-169; 

Matches 318; Conservative 0; Mismatchea 0; Indele 0; Gaps 0; 



imfiiiiiiiiiiiiiiiiiiiiiiimiiifiiii iiiimimiii 



oy 


1 


Db 


1 


oy 


61 


Db 


61 


oy 


121 


Db 


121 


Oy 


181 


Db 


181 


Oy 


241 


Db 


241 


Oy 


301 


Db 


301 



Ktllililllllllllllllllltllllllllllllltllllllllllllltlllllll 



III III IIIIIIIIIIMIIIIIIIIIIIIIIIIIIIMIIMIIIIIMIIIII MM I 



H I N 1 1 1 1 1 1 1 1 1 1 1 1 1 ) I j 1 1 1 1 1 It J 1 1 1 1 1 1 ( 1 1 i 1 1 1 N 1 1 1 1 1 1 1 1 1 I 



nun mi mini i iniiimiii 



i n 1 1 1 m 1 1 1 1 1 n 1 1 1 



RESULT 9 
ABUB1056 

ID ABU81056 standard; protein; 31B AA. 



AC ABU810S6; 



DT 
XX 



23-JUN-2003 (first entry) 
Human PRO polypeptide 0137. 

Human; PRO polypeptide; secreted and transmembrane protein; 
ant i- PRO antibody; diagnostic assay; gene expression; diabetes; 
bone disorder; cartilage disorder; rheumatoid arthritis; obesity; 
sports injury; osteoarthritia; hyper- inaulinaemia; hypo-insulinaemia 
hearing loss; coagulation disorder; etroke; heart attack; cardiant; 
antidiabetic; anorectic; vulnerary; antiarthritic; osteopathic; 
antirheumatic; auditory; cerebroprotective; angiogenic. 

Homo sapiens. 

US2003004311-A1. 

02-JAN-2003. 

19-DEC-2001; 2001US-00028072 . 



18- JUN-1997; 

26- AUG-1997; 
17-SEP-1997; 
17-SEP-1997; 
17-SEP-1997; 
17-SEP-1997; 
17-SEP-1997; 
1B-SEP-1997; 

19- SEP-1997; 
19-SEP-1997; 
24-SEP-1997; 
17-OCT-1997; 
17-OCT-1997; 
17-OCT-1997; 
17-OCT-1997; 
24-OCT-1997; 
24-OCT-1997; 
24-OCT-1997; 
24-OCT-1997; 
24-OCT-1997; 

27- OCT-1997; 

27- OCT-1997; 

28- OCT-1997; 

28- OCT-1997; 

29- OCT-1997; 
29-OCT-1997; 
29-OCT-1997; 
29-OCT-1997; 
03-NOV-1997; 
07-NOV-1997; 
12-NOV-1997; 
17-NOV-1997; 
21-N0V-1997; 
24-NOV-1997; 
24-NOV-1997; 



97US 
97US 
97US 
97US 
97US 
97US 
97US 
97US 
97US 
97US 
97US 
97US 
97US 
97US 
97US- 
97US 
97US- 
97US- 
97US- 
97US- 
97US- 
97US- 
97US- 
97US- 
97US- 
97US- 
97US- 
97US- 
97US< 
97US- 
97US- 
97US- 
97US- 
97US- 
97US- 



-0049911P. 

0056974P. 
-0059113P. 
-0059115P. 
•0059117P. 
0059122P. 
0059184P. 
•0059263P. 
0059352P. 
0059S88P. 
0059836P. 
•00622S0P. 
•00622B5P. 
0062287P. 
0063755P. 
0062814P. 
0062B16P. 
0063045P. 
00630B2P. 
0063127P. 
0063327P. 
0063329P. 
0063S50P. 
0063561P. 
0063704P. 
0063733P. 
006373SP. 
006373BP. 
0064248P. 
0064809P. 
006S186P. 
006S846P. 
0066364P. 
0066453P. 
0066511P. 



PR 


24 


-NOV-1997; 


97US-0066770P. 


PR 


11 


-DEC-1997; 


97US-0069212P. 


PR 


11 


-DEC-1997; 


97US-0069278P. 


PR 


11 


-DEC-1997; 


97US-O069334P. 


PR 


16 


-DEC-1997; 


97US-0069694P. 


PR 


23 


-JAN* 1998 ; 


98US-0072320P. 


PR 


04 


-FEB-1998; 


98US-0073612P. 


PR 


09 


-FEB-1998; 


98US-0074086P. 


PR 


09 


-FEB-1998; 


98US-0074092P. 


PR 


12 


-MAR-1998; 


9BUS-0077791P. 


PR 


20 


-MAR-1998; 


98US-0078910P. 


PR 


25 


-MAR-1998; 


98US-0079294P. 


PR 


27 


-MAR-1998; 


98US-0079663P. 


PR 


27 


-MAR-1998; 


98US-0079728P. 


PR 


31 


-MAR-1998; 


98US-0080165P. 


PR 


12 


-JUN-1998; 


9BWO-US012456. 


PR 


14 


-JUL-1998; 


98HO-US0145S2. 


PR 


2B 


-AUG- 1 998 ; 


98WO-US017888. 


PR 


10 


-SEP-1998; 


98WO-US018824. 


PR 


14 


-SEP-1998; 


9BWO-US0 19093. 


PR 


14 


-SEP-199B; 


9BWO-US0 19094. 


PR 


14 


-SEP-1998; 


98WO-US019177. 


PR 


16 


-SEP-1998; 


98WO-US0 19330. 


PR 


17 


-SEP-1998; 


98WO-US019437. 


PR 


07 


-OCT-1998; 


98WO-US021141. 


PR 


29 


-OCT-1998; 


98WO-US022991. 


PR 


29 


-OCT-1998; 


96HO-US022992. 


PR 


20 


-NOV-1998; 


98WO-US024855. 


PR 


01 


-DEC-1998; 


98WO-US0251O8. 


PR 


05 


-JAN-1999; 


99WO-US000106. 


PR 


08 


-MAR-1999; 


99WO-US00502B. 


PR 


10-MAR-1999; 


99WO-US005190. 


PR 


20-APR-1999; 


99WO-US00B615. 


PR 


14 


-MAY-1999; 


99WO-US010733. 


PR 


02 


-JVW-1999; 


99WO-US012252. 


PR 


01 


-SEP-1999; 


99WO-US020111. 


PR 


OB 


-SEP-1999; 


99UO-US020S94. 


PR 


13 


-SBP-1999; 


99HO-US020944. 


PR 


15- 


-SEP-1999; 


99WO-US021090. 


PR 


15 


-SBP-1999; 


99WO-US021547. 


PR 


05 


■OCT-1999; 


99WO-US023089. 


PR 


29-NOV-1999; 


99WO-US028214. 


PR 


30-NOV-1999; 


99HO-US028313. 


PR 


30- 


■NOV- 1999; 


99WO-US028409. 


PR 


01- 


•DEC- 19 99; 


99WO-US028301. 


PR 


01- 


•DEC-1999; 


99WO-US028634. 


PR 


02- 


•DEC-1999; 


99WO-US028551. 


PR 


02- 


•DEC-1999; 


99WO-US02BS64. 


PR 


02- 


•DEC-1999; 


99WO-US028S65. 


PR 


16- 


■DEC-1999; 


99WO-US030095. 


PR 


20- 


■DEC-1999; 


99WO*US030911. 


PR 


20-DEC-1999; 


99WO-US030999. 


PR 


30 ■ 


•DEC-1999; 


99WO-US031243. 


PR 


30- 


DEC-1999; 


99WO-US031274. 


PR 


05-JAN-2000; 


2000WO-US000219. 


PR 


06-JAN-2000; 


2000HO-US000277. 


PR 


06- 


JAN-2000; 


2000WO-US000376. 



PR 


il- 


-FE8- 


-2000; 


2000WO-US003S6S. 


PR 


ia- 


-FEB- 


•2000; 


20O0WO-US004341. 


PR 


18- 


•FEB- 


•2000; 


2000WO-US00434 2. 


PR 


22- 


•FS8- 


•2000; 


2000WO-US004414. 


PR 


24 


•FEB- 


-2000; 


20C0WO-US004914. 


PR 


24- 


•FE8- 


-2000; 


2000WO-US005004 . 


PR 


01-MAR- 


-2000; 


2000WO-US005601. 


PR 


02- 


KAR 


•2000; 


2000WO-US005746. 



XX 

PA (GETH ) GENENTECH INC. 
XX 

PI Baker KP. Ber«*ini H, Deforge L, Deanoyero L, Pilvaroff E, Gao W; 

PI Gerritsen ME, Goddard A, Godoweki PJ, Gurney AL, Sherwod S; 

PI Smith V. Stewart TA. Tuna a D. Watanabe CK, Wood WI , Zhang Z; 
XX 

OR WPI; 2003-352836/33. 

OR N-PSOB; ACA67180. 
XX 

PT New isolated PRO polypeptide uaeful for treating diabetes, rheumatoid 

PT arthritis, sports injuries, obesity, hearing loss in mammals, stroke, or 

PT heart attack. 
XX 

PS Claim 12; Fig 374; 643pp; English. 
XX 

CC The present invention relates to the isolation of novel human PRO 

CC polypeptides, and the polynucleotide sequences encoding them. The PRO 

CC polypeptides are secreted and transmembrane proteins. The PRO 

CC polypeptides and polynucleotides are useful for preparing a medicament 

CC useful in the treatment of diabetes, bone and/or cartilage disorders 

CC (e.g. rheumatoid arthritis, sports injuries, osteoarthritis), obesity, 

CC hyper- or hypo- insulinaemia, hearing loss, and coagulation disorders 

CC (e.g. stroke, heart attack). Anti-PRO antibodies are useful in diagnostic 

CC assays for PRO, by detecting its expression in specific cells, tissues or 

CC serum, and for affinity purification of PRO from recombinant cell culture 

CC or natural sources. ABU80670-ABU81144 represent the human PRO 

CC polypeptides of the invention. Note: The sequence data for this patent 

CC was obtained in electronic format directly from the USPTO web site at 

CC seqdata.uspto.gov/psipsOIDEntry.html 

XX 

SO Sequence 318 AA; 

Query Match 100.0%; Score 1700; DB 6; Length 318; 

Best Local Similarity 100.0%; Pred. No. le-169; 

Matches 316; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



0y 1 MLSESSSFLKGVMLGS I FCAL ITMLGH I RIGHGNRMHHHEHHHLQAPNKEOI LKI SEDER 60 

IIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

Db 1 MLSESSSFLKGVMLGS I FCAL ITMLGH I RIGHGNRMHHHEHHHLQAPNKEOI LKI SEDER 60 

Oy 61 ME LS KS FRVY C 1 1 L V KP KDVS LWAAVKETWT KH CD KAEFFSS ENVKVFES I NMDTNDMWL 120 

MM :M III 111 II: illlllMIIIIIIIII llllllllill! lllllllllimil 

Db 61 MELSKSFRVYCI ILVKPKDVSLWAAVKETWTKHCDKAEFFSSENVKVFESINMDTNDMWL 120 

0y 121 MMR KAY KVAFD KYRDQYNW F FLAR PTT FA 1 1 ENLKYFLLKKD P SQ P FYLGHT I KSGDLEY 180 

lllllllllllllllllllllllllllllllllllllllllillllllllllllimil 

Db 121 MMR KAYKYAFDKYRDQYNWFFUUIPTTFA 1 1 ENLKYFLLKKD PSQPFYLGHT I KSGDLEY 180 



Oy 1B1 VGMEGGIVLSVESMKRLNSLLNI PEKCPEOGGMIWKISEDKQLAVCLKYAGVFAENAEDA 240 

llillllllillllillliiliiilllllllliilliiiilljltillillllllMlli 

Db 181 VGMEGG I VLSVE SMKRLNS LLN IPS KCPEOGGM I HK I S ED KOLAVCLKYAGVFAENAEDA 240 

Oy 241 DGKDVFNTKSVGLS I KEAMTYH PNQVVEGCCSDMA VTFNGLTPNOMHVMMYGVYRLRAFG 300 

lllllllllllllllllllllllilllllllllllllllltllllltlllllllltllll 
Db 241 DGKDVFNTKSVGLS I KEAMTYH PNQVVEGCCSDMA VT FNG LT PNQMHVMHYGVYRLRAFG 300 

Oy 301 HIFNDALVFLPPNGSDND 318 

llllflllllllllllll 
Db 301 HIFNDALVFLPPNGSDND 318 



RESULT 10 
ABU71949 

ID ABU71949 standard; protein; 318 AA. 
XX 

AC ABU71949; 
XX 

DT 12-JUN-2003 (first entry) 
XX 

DE Human secreted/ transmembrane protein PRO310. 
XX 

KH Human; secreted protein; transmembrane protein; PRO; gene therapy; 

KW chromosome identification; chromosome marker. 

XX 

OS Homo sapiens. 
XX 

PN US2O03OO3530-A1. 
XX 



PD 


02 


-JAN- 


•2003. 






XX 












PF 

XX 


11 


-JUL- 


2001; 


2001US 


•00904011. 


PR 


17 


-SEP- 


1997; 


97US 


•0OS9U3P. 


PR 


17 


•SEP* 


1997; 


97US 


•00S911SP. 


PR 


17 


-SEP- 


1997; 


97US 


-0OS9U7P. 


PR 


17 


-SEP- 


1997; 


97US 


•0059119P. 


PR 


17 


-SEP-1997; 


97US 


•00S9121P. 


PR 


17 


-SEP- 


1997; 


97US-0059122P. 


PR 


17 


-SEP- 


1997; 


97US-00591B4P. 


PR 


18 


-SBP-1997; 


97US-0059263P. 


PR 


18 


-SBP- 


1997; 


97US-0059266P. 


PR 


15 


- OCT- 


1997; 


97US 


•006212SP. 


PR 


17 


OCT - 


1997; 


97US 


-00622SSP. 


PR 


17 


-OCT- 


1997; 


97US- 


•O062287P. 


PR 


21 


-OCT- 


1997; 


97US 


-0063486P. 


PR 


24 


-OCT- 


1997; 


97US- 


•0062814P. 


PR 


24 


-OCT- 


1997; 


97US- 


•0062816P. 


PR 


24 


-OCT- 


1997; 


97US 


•0063045P. 


PR 


24 


-ocr- 


1997; 


97US 


-0063120P. 


PR 


24 


-OCT- 


1997; 


97US-0063121P. 


PR 


24 


-OCT- 


1997; 


97US-0063127P. 


PR 


24 


-OCT- 


1997; 


97US-0063128P. 


PR 


27 


-OCT- 


1997; 


97US-0063327P. 


PR 


27 


-OCT- 


1997; 


97US-0063329P. 


PR 


2S-OCT- 


1997; 


97US 


-0063541P. 



PR 


26 


-OCT 


-1997; 


97US 


-0063542P. 


PR 


26 


-OCT- 


-1997; 


97US 


-0063544P. 


PR 


26 


-OCT- 


-1997; 


97US 


-0063549P. 


PR 


26 


-OCT- 


-1997; 


97US 


-0063550P. 


PR 


26 


-OCT 


-1997; 


97US 


•0063S64P. 


PR 


29 


-OCT- 


-1997; 


97US 


-0063435P. 


PR 


29 


-OCT- 


•1997; 


97US 


-0063704P. 


PR 


29 


-OCT 


■1997; 


97US 


-0063732P. 


PR 


29-OCT- 


•1997; 


97US 


•0063734P. 


PR 


29 


- OCT 


■1997; 


97US 


-0063735P. 


PR 


29 


-OCT 


•1997; 


97US 


•0063736P. 


PR 


29 


-OCT 


■1997; 


97US 


•0064215P. 


PR 


31 


-OCT- 


-1997; 


97US 


-0063870P. 


PR 


31 


-OCT- 


•1997; 


97US 


-0064103P. 


PR 


03 


-NOV- 


1997; 


97US 


•0064248P. 


PR 


07 


-NOV- 


•1997; 


97US 


•0064809P. 


PR 


12 


-NOV- 


-1997; 


97US 


-0065186P. 


PR 


17 


-NOV- 


1997; 


97US-0065846P. 


PR 


16 


-NOV- 


1997; 


97US- 


•0065693P. 


PR 


21 


-NOV- 


1997; 


97US- 


•0066120P. 


PR 


21 


-NOV- 


■1997; 


97US- 


■0O66364P. 


PR 


24 


-NOV- 


1997; 


97US 


•0066453P. 


PR 


24- 


-NOV- 


1997; 


97US 


0066466P. 


PR 


24 


-NOV- 


1997; 


97US- 


•0066511P. 


PR 


24 


-NOV- 


1997; 


97US- 


•0066770P. 


PR 


24- 


-NOV- 


1997; 


97US- 


•0066772P. 


PR 


10 


-SEP- 


■1998; 


98WO- 


-US01B824. 


PR 


14-SEP- 


199B; 


98WO- 


•US019177. 


PR 


16-SEP- 
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98WO 


■US019437. 
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98MO- 


•US025108. 


PR 


08-SEP- 


1999; 


99WO 


•US020594. 


PR 


13 


-SEP- 


1999; 


99WO- 


-US020944. 


PR 


15 


-SEP- 


199 9; 


99WO 


•US021090. 


PR 


15- 


-SEP- 


1999; 


99WO- 


•US021547. 


PR 


05 


-OCT 


1999; 


99WO 


•US023089. 


PR 


29 


-HOV- 


1999; 


99WO- 


-US028214. 


PR 


30 


-NOV- 


1999; 


99WO- 


-US028313. 


PR 


01- 


-DEC- 


1999; 


99WO- 


•US028301. 


PR 


02 


- DEC- 


1999; 


99WO-US028564. 


PR 


02- 


DEC - 


1999; 


99WO- 


US028565. 


PR 


16 


•DEC- 


1999; 


99WO-US030095. 


PR 


20- 


■DEC- 


1999; 


99WO- 


•US030911. 


PR 


20 


-DEC- 


1999; 


99HO- 


•US030999. 


PR 


05- 


-JAH- 


2000; 


200 0WO- 


US000219. 


PR 


11 


-FEB- 


2000; 


2000WO- 


US00356S. 


PR 


22- 


•FEB- 


2000; 


2000WO- 


•US004414 . 


PR 


24 


•FEB- 


2000; 


200 OHO- 


■US0O5O04. 


PR 


02- 


• MAR - 


2000; 


2000HO- 


US005841. 


PR 


20- 


•MAR- 


2000; 


2000WO- 


US007377. 


PR 


30- 


•MAR- 


2000; 


2000WO-US006439. 


PR 


22- 


■MAY- 


2000; 


2000WO-US014042. 


PR 


02- 


•JUN-2000; 


2000WO-US015264. 


PR 


28- 


-JUL- 


2000; 
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PR 


24- 


AUG-2000; 
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PR 


18- 


SEP-2000; 
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PA (GETH ) GENENTECH INC. 
XX 

PI Aahkenazi A, Botstein D, Desnoyers L. Eaton DL, Ferrara N; 

PI Filvaroff E, Pong S, Gao W, Gerber H, Gerritsen ME, Goddard A; 

PI Godowski PJ. Griraaldi JC, Gumey AL. Hillan KJ, Kljavin IJ; 

PI Mather JP, Pan J, Paoni NF, Roy MA. Stewart TA. Turoao D; 

PI Williams PM. Wood WI; 



XX 
DR 
DR 
XX 
PT 
PT 
PT 



WPI; 2003-329602/31. 
N-PSDB; ACA60281. 

New transmembrane polypeptides and nucleic acids encoding the 
polypeptides, useful in gene therapy, in chromosome identification, as 
chromosome markers, in generating probes and in tissue typing. 



PS Claim 12; Pig 120; 484pp; English. 
XX 

CC The invention relates to an isolated nucleic acid with at least B0% 

CC nucleic acid sequence identity to a nucleotide sequence encoding one of 

CC 61 secreted/ transmembrane polypeptides, or PRO polypeptides or encoding a 

CC PRO protein extracellular domain. Also included are a vector comprising 

CC the PRO nucleic acid, a host cell comprising the vector, producing a PRO 

CC polypeptide (by culturing the host cell for the expression of the PRO 

CC polypeptide, and recovering the PRO polypeptide from the cell culture) , 

CC an isolated PRO polypeptide (having at least 80% sequence identity to: ( 

CC a) an amino acid sequence selected from the 61 PRO proteins; (b) an amino 

CC acid sequence encoded by a nucleic acid molecule deposited with an ATCC 

CC number (detailed in the specification); or (c) an extracellular domain of 

CC a PRO polypeptide or to a PRO polypeptide lacking ita associated signal 

CC peptide), a chimaeric molecule comprising a PRO polypeptide of fused to a 

CC heterologous amino acid sequence, an anti-PRO antibody, detecting a 

CC PR0245 or PR0186B in a sample suspected of containing the polypeptide, 

CC linking a bioactive molecule to a cell expressing a PR0245 or PR01B68 and 

CC modulating at least one biological activity of a cell expressing a PR0245 

CC or PR01B68. Nucleic acids which encode PRO can be used to generate either 

CC transgenic animals or knock-out animals which may be used in the 

CC development and screening of therapeutically useful reagents. The nucleic 

CC acids may also be used in gene therapy, in chromosome identification, as 

CC chromosome markers, or in generating probes. The PRO polypeptides are 

CC useful as molecular markera for protein electrophoresis, and the isolated 

CC nucleic acids may be used for recombinant ly expressing those markers. The 

CC PRO polypeptides and nucleic acids may also be used in tissue typing. 

CC Anti-PRO antibodies are useful in diagnostic assays for PRO, and in 

CC affinity purification of PRO from recombinant cell culture or natural 

CC sources. The present sequence represents a PRO protein 
XX 

SQ Sequence 318 AA; 

Query Match 100.0%; Score 1700; D8 6; Length 318; 

Best Local Similarity 100.0%; Pred. No. le-169; 

Matches 318; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Db 1 MLSESSSFLKGVMLGS I FCAL I TMLGH I R IGHG11RMHHHEHHHLQAPNKEDI LKI SEDER 60 

Oy 61 MELSKSFRVYCI I LVXPKDVSLWAA\nQ7TWTKHCDKAEFFSSENVKVFE5INMDTtIDMWl« 120 
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957 


10O.O 


1471 


8 


AB084170 




GenCore version 5.1.7 




957 


100 . 0 


1492 


^ 


CQ72954B 


Copyright (c) 1993 - 2006 Biocceleration Ltd. 
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957 


100. 0 


1492 


8 


AY159319 
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957 


100. 0 


1572 


6 


BD075648 








: 




100.0 


1S72 


6 


BD172S08 


OH nucleic - nucleic search, using sw modt 






95 


100 .0 


1572 


6 


BD172827 








9 


957 


100.0 


1572 


6 


BD173146 


Run on: April 7, 2006, 06:50:29 , 


; Search time 5115 Seconds 


10 


957 


100.0 


1572 


6 


BD173465 






(without alignments) 




957 


100 . 0 


1572 


6 


BD175499 






10635.226 Million cell updates/sec 


12 


957 


100 .0 


1572 


6 


AR410879 








13 


957 


100 . 0 


1572 


6 


AR439243 


Title: US- 


10-661-049-2 




14 


957 


100 . 0 


1572 


6 


AR473263 


Perfect score: 957 






15 


957 


100 . 0 


1572 


6 


AR527249 


Sequence: 1 atgctttctgaaagcagctc . . . 




16 


957 


100 . 0 


1572 


6 


AR566282 








17 


957 


100. 0 


1572 


6 


AR592300 


Scoring table: I DENT I TY_NUC 




18 


957 


100. 0 


1572 


6 


AR604574 


Gapop 10.0 , Gapext 1.0 




1 9 


957 


100 . 0 


1572 


6 


AR605160 








20 


957 


100 . 0 


1572 


6 


AR613825 


Searched: 5883141 aeqs. 28421725653 


residues 


21 


957 


100 . 0 


1572 


6 


AR635996 








22 


957 


100 . 0 


1572 


6 


AR650725 


Total number of hits satisfying chosen pai 


rameters: 11766262 


23 


957 


100 . 0 


1572 


6 


AR657666 








24 


957 


100 . 0 


1573 


6 


AX464240 


Hinimim DB seq length: 0 




25 


957 


100 . 0 


1572 


6 


AX697749 


Maximum DB seq length: 2000000000 




26 


957 


100.0 


1572 


6 


AY358642 








c 37 


957 


100.0 


1S8907 


8 


AC01 1890 


Post -processing: Minimum Match 0% 




28 


956.6 


100 . 0 


1376 


6 


BD1946S3 


Maximum Hatch 1004 




29 


956.6 


100.0 


1376 


6 


OQ855181 


Listing first 45 summari< 




30 


955.4 


99 . 8 


1477 


6 


AR339340 








c 31 


955.4 


99. B 


110000 


14 


BX294172_] 


Database : GenEmbl : • 




3 * 


953 • 8 


99.7 


1605 


8 


HSA236398 


I: 


gb ba:« 




33 


915 .4 


95. 7 


1495 


6 


AX256063 


2: 


gb_in:« 




34 




89.5 


232322 


14 


AC1 64020 


3: 


gb_env : * 






* jj 




l ie 4 


6 


AX256062 


1 : 


gb_om: • 








a a 


951 


9 


AB09172B 


5: 


gb_ov : • 




37 


803.8 


84.0 


1429 


9 


AB030184 


6: 


gb_pat : * 












* 


AY159320 


7: 


gb_ph : * 




39 


803 a 


84 0 


1481 




BC029909 


8 : 


gb_pr : * 




c 40 


803.8 


84 .0 


179289 


9 


AL5 90633 


9: 


gb_ro : * 




41 


799 


83.5 


1356 


9 


BC099818 


10: 


gb_sts : * 




42 


799 


83.5 


240800 


14 


AC095964 


11: 


gb_sy:* 




43 


799 


83.5 


274697 


14 


AC09B240 


12: 


gb_un : * 




44 


617.8 


64.6 


188867 


9 


AC122012 


13: 


gb_vi : * 




45 


602.2 


62.9 


261323 


14 


AC131849 


14: 


gb_htg : * 
















15: 


gb_pl : * 

















AB084170 Homo sapi 
CQ72954B Sequence 
AY159319 Homo sapi 
BD07564B Secretory 
BD172508 Secreted 
BD172827 Secreted 
BD173146 Secreted 
BD173465 Secreted 
BD1 75499 Secretory 
AR4 10879 Sequence 
AR439243 Sequence 
AR473263 Sequence 
AR527249 Sequence 
AR566282 Sequence 
AR592300 Sequence 
AR604574 Sequence 
AR605160 Sequence 
AR613825 Sequence 
AR63S996 Sequence 
AR650725 Sequence 
AR6 57666 Sequence 
AX464240 Sequence 
AX697749 Sequence 
AY358642 Homo sapi 
AC011B90 Hon» sapi 
BD1 94853 86 human 
CQ855181 Sequence 
AR339340 Sequence 

Continuation (2 of 
AJ238398 Homo sapi 
AX256063 Sequence 

AC164020 Bos tauru 
AX256062 Sequence 
AB091728 Mue muscu 
AB030184 Mus raiscu 
AY159320 Nub muscu 
BC029909 Hub raj ecu 
AL590633 House DNA 
BC099818 Rattus no 

AC095964 Rattus no 

AC098240 Rattus no 
AC122012 Hub muscu 

AC131849 Rattus no 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution . 



Query 

Score Match Length DB 



957 100.0 
957 100.0 



1192 
1404 



BC011930 
BC050441 



BC011930 Homo sapi 
BC0 50441 Homo sapi 



RESULT 1 
BC011930 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 



BC011930 1192 bp mRNA 

Homo sapiens C1GALT1 -specific chaperone 1, 
mRNA (CDNA clone MGC:19947 IMAGE : 3355639) , 
BC011930 

BC011930.2 GI: 33989208 
MGC. 

Homo sapiens (human) 



linear PRI 08-MAR-2005 
transcript variant 2, 
complete cds. 



CONSRTH 
TITLE 

JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



REMARK 
COMMENT 



Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniate; Vertebrata; Euteleostomi ; 
Maranalia; Eutheria; Euarchontogl ires; Primates ; Catarrhini; 
Hominidae; Homo. 

1 (bases 1 to 1192) 

Strausberg RL, Feingold EA, Grouse LH, Derge JG, Klausner RD, 
Collins FS, Wagner L, Shenmen CM, Schuler GD, Altschul SF. Zeeberg 
B, Buetow KH, Schaefer CF, Bhat NK, Hopkins RF. Jordan H, Moore T, 
Max SI, Wang J, Hsieh F, Diatchenko L. Marusina K, Farmer AA, Rubin 
GM, Hong L, Stapleton M, Soares MB, Bonaldo MF, Casavant TL, 
Scheetz TE, Hrownstein MJ, Usdin TB, Toshiyuki S, Carninci P, 
Prange C, Raha SS, Loquellano HA, Peters GJ, Abramson RD, Mullahy 
SJ, Bosak SA, McEwan PJ, McKernan KJ, Malek JA, Gunaratne PH, 
Richards S, Worley KC, Hale S, Garcia AH, Gay LJ, Hulyk SW, 
Villalon DK, Muzny DM, Sodergren EJ, Lu X, Gibbs RA, Fahey J, 
Helton E, Ketteman M, Madan A, Rodrigues S, Sanchez A, Whiting M, 
Madan A, Young AC, Shevchenko Y, Bouffard GG, Blakesley RW, 
Touchman JW, Green ED. Dickson MC, Rodriguez AC, Grimwood J. 
Schmutz J. Myers RM, Butterfield YS, Krzywinski MI, Skalska U, 
Smailus DE, Schnerch A, Schein JE, Jones SJ and Marra MA. 
Mammalian Gene Collection Program Team 

Generation and initial analysis of more than 15,000 full-length 
human and mouse cDNA sequences 

Proc. Natl. Acad. Sci . U.S.A. 99 (26), 16899-16903 (2002) 
12477932 

2 (bases 1 to 1192} 
Director MGC Project. 
Direct Submission 

Submitted (30-JUL-2001) National Institutes of Health, Mammalian 
Gene Collection (MGC), Cancer Genomics Office, National Cancer 
Institute, 31 Center Drive, Room 11A03, Bethesda, MD 20892-2590, 
USA 

NIH-MGC Project URL: http://mgc.nci.nih.gov 

On Aug 20, 2003 this sequence version replaced gi: 15080349. 

Contact: MGC help desk 

Email: cgapbs-rSmail.nih.gov 

Tissue Procurement: ATCC 

cDNA Library Preparation: Rubin Laboratory 

cDNA Library Arrayed by: The l.M.A.G.E. Consortium (LLNL) 

DNA Sequencing by: National Institutes of Health Intramural 

Sequencing Center (NISC) , 

Gaithersburg, Maryland; 

Web site: http://www.nisc.nih.gov/ 

Contact: niac_mgc«nhgri . nih.gov 

Akhter.N., Ayele,K. , Becks t rom- Ste rnberg, S.H. , Benjamin, B. , 
Blakesley, R.W. , Bouffard, G.G. , Breen.K. , Brinkley.C. , Brooks, S. , 
Dietrich. N. L. , Granite, S.. Guan.X.. Gupta, J., Haghighi.P.. 
Hansen. N. , Ho,S.-L., Karlins.E., Kwong.P., Laric.P.. Legaspi.R., 
Maduro.Q.L.. Masiello.C. Maskeri.B., Mastrian, S. D. . McCloskey. J. C. . 
McDowell, J., Pearson, R. , Stantripop.S. . Thomas, P. J., Touchman , J . W . , 
Tsurgeon.C. Vogt,J.L., Walker. M. A., Wetherby, K. D . , Wiggins, L. , 
Young, A. , Zhang t L.-H. and Green , E . D . 

Clone distribution: MGC clone distribution information can be found 
through the l.M.A.G.E. Consortium/ LLNL at: http://image.llnl.gov 
Series: IRAL Plate: 28 Row: b Column: 21 

This clone was selected for full length sequencing because it 



passed the following selection criteria: matched mRNA gi: 31542248. 
Location/Qualifiers 
1. .1192 

/organism- "Homo sapiens" 

/ mo l_type- " mRNA " 

/db_xref-"taxon:9606" 

/clone--MGC: 19947 IMAGE : 33 5S63 9* 

/tissue_type-"Eye, retinoblastoma" 

/clone_lib-"NIH_MGC_16" 

/lab_hoot-"DH10B-R" 

/note- "Vector: pOTB7 ■ 

1. .1192 

/gene-"ClGALTlCl" 

/note- "synonyms: MGC19947, ClGal-T2, c38h2-ll, HSPC067 , 

COSMC, C1GALT2" 

/db_xref-"GeneID: 29071" 

59. .1015 

/gene- " C1GALT1C1 " 

/codon_start-l 

/product- "C1GALT1 -specif ic chaperone 1" 
/protein id- "AAH11930 . 1" 
/db_xref-"GI:15080350" 
/db_xref-"GeneID:2907i" 

/ 1 rans 1 a t ion- ■ MLSESSSFLKGVMLGS I FCAL I TMLGH I R I GHGNRMHHHEHHHL 
QAPNKEDILKISEDERMELSKSFRVYCI ILVKPKDVSLWAAVKETWTKHCDKAEFFSS 
ENVKVFES INHDTNDMWLMMRKAYKYAFDKYRDQYNWFFLARPTTFAI IENLKYFLLK 
KDPSQPFYLGHT I KSGDLEYVGMEGG I VLSVESMKRLNSLLNI PEKCPEQGGM I WKI S 
EDKQLAVCLKYAGVFAENAEDADGKDVFNTKSVGLS I KEAMTYH PNQWEG CCSDMAV 
TFNG LT PNQMHVMMYGVY RLRAFGH I FNDALVFLPPNGSDND" 



Query Match 100.0%; Score 957; DB 8; Length 1192; 

Best Local Similarity 100.0%; Pred. Mo. 3.6e-201; 

Hatches 957; Conservative 0; Hismatchee 0; Indels 0; Gaps 
ATGCTTTCTXIAAAGCAGCTC Cn ' ITTG AAGOGTCT 

iiiimiiiiMmiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 



iiiiiiittiiiiiiiiiiiiiiiitiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 



iiiiiiiiiiiiiiiiiiMiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 



llllllilMllllllllllilllltilMllllllltllllillllllllillllilli 



iitiiiiiiiiiiiiiiiiiiitiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 



lllllflMIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 



Qy 


l 


Db 


59 


oy 


61 


Db 


119 


Qy 


121 


Db 


179 


Qy 


181 


Db 


239 


oy 


241 


Db 


299 


oy 


301 



Db 359 AGTTCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATC<^ 418 

Oy 361 ATGA TGAGAAAAGCTTA CAAA T A CG CCTTTGATAAGT ATAGAGA CCAATA CAACTGGTT C 420 

IIIIIIIIIIIIIIIIIIIIIIIIHIIIillllllllllllllllltllllllllllll 
Ob 419 ATGATGAGAAAAGCTTACAAATACGCCTTTGATAAGTATAGAGACX^TACA^ 478 

Oy 421 TTCCTTGCACGCCCCACTAaJITTGCTATCATTCAAAACrTAAA^ 480 

I i 1 I I I I I I I I I I I I I 1 I I I I I I I 1 < I I I I I t I I I I 1 I I I I I I I I I I I I I I I t t I I I t < I 
Db 479 TTCCTTGCACGCCCCACTACGTTTGCTATCATTGAAAA 538 

Oy 481 AAGGATCCATCACAGCCTTT CTATCTAGG CCACACTATAAAATCTGGAGACCTTGAATAT 540 

llllllflllllllllllllllllillllttlllllllllliilllllllllllHIIII 
Db 539 AAGGATCCATCACAG CCTTT CTATCTAGG CCACACT AT AAAATCTGGAGA CCTTGAATA T 598 

Oy 541 CTXX3GTATGGAAGGAGGAATTGTCTTAAGTCTAGAA 600 

Mlllllllllllllllflltllllltlillllltlllllllltllllllllllllllll 

Db 599 GTGGGTATGGAAGGAGGAATTGTCTTAAGTCTAGAATCAATCAA 658 

Oy 601 CTCAATATCCCAGAAAAGTGTCCTGAACAGGGAGGGATGATTT^ 660 

IIIIIIIIIIIIIIIIIIHIIIIillllllillllllllllllllllllllllllllll 

Db 659 CTCAATATCtX^JAAAAGTGTCCTGAACAGGGAGGGA 718 

Oy 661 AAACAGCTAGCAGTTTCCCTGAAATATGCTGGAGTATTTC 720 

IIIIIIIIIIIIIIIIMItllllllllllllllllilllltlllillllllllllllll 

Db 719 AAA CAG CTAGCAGTTTG CITTGAAA TATX3CTGGAGTATTTG CAGAAAA TG CAGAAGATG CT 778 

Oy 721 GATGGAAAAGATGT A TTTAA T AC CAAAT CTGTTGGG CTTT CTA TT AAAGAGG CAATGACT 780 

llllillllllilllllllllllMlinillllllllllltllMllllllllllllll 
Db 779 GATGGAAAAGATGTATTTAA TACCAAAT CTGTTGGG CTTT CTA TT AAAGAGG CAATGA CT 838 

Oy 781 TATCACCCCAACCAGGT ACT AGAAGG CTGTTGTT CAGAT ATGG CTGTTA CTTTT AATGGA 840 

iiiiiuiiiiiniiiiiiiiiiiiiiiiiiiiiiiiiniiiiiimiiiiiiiiii 

Db 839 TA T CACCCCAACCAGGTAGT AGAAGG CTGTTGTTCAGAT ATGG CTGTTA CTTTT AATGGA 898 

Oy 841 CTGACTCCAAATCACATC CATGTGATGA TGT ATGGGGTAT A CCG CCTTAGGG CATTTGGG 900 

lllllimillllllMIIIIIMmilMMIIMMMIIIIIIIHIIIIIlin 

Db 899 CrGACTCCAAAT<^GATGCATGTGATGATGTATGGGGTATACCGCCTTAG 958 

Oy 901 CATATTTTCAATGATG CATTGGTTTTCTTACCTCCAAATGGTTCTGACAATGACTGA 957 

lilllllllllllllllllfllllilllllllllllllllillllllllilllllll 
Db 959 CATATTTTCAATGATG CATTGGTTTTCTTACCTCXIAAATGGTTCTC 1015 



RESULT 2 
BC050441 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 



BC0S0441 1404 bp mRNA linear PRI 08-MAR-2005 

Homo sapiens C1GALT1 -specific chaperone 1, transcript variant 2, 
mRNA (cDNA clone MGC:54192 IMAGE : 5724S07 ), complete cds. 
BC050441 

BC050441.1 GI:29792192 
MGC. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Motazoa; Chordata; Craniata; Vertebra ta; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglirea; Primates; Catarrhini; 
Hominidae; Homo. 
1 (baaes 1 to 1404) 



AUTHORS 

TITLE 

JOURNAL 



Strausberg RL, Feingold EA, Grouse LH, Derge JG, Klausner RD, 
Collins FS. Wagner L, Shenmen CM. Schuler GD. Altschul SF, Zeeberg 
B. Buetow KH, Schaefer CP, Bhat NK, Hopkins RF, Jordan H, Moore T. 
Max SI, Wang J. Hoi eh F, Diatchenko L. Marusina K. Farmer AA, Rubin 
GM. Hong L, Stapleton M, Soares MB, Bonaldo MF, Casavant TL, 
Scheetz TE , Brownatein MJ, Usdin TB, Toshiyuki S, Carninci P. 
Prange C, Raha SS. Loquellano NA. Peters GJ. Abramson RD, Mullahy 
SJ, Boaak SA, MeEwan PJ, McKernan KJ, Malek JA, Gunaratne PH, 
Richards S. Worley KC. Kale S, Garcia AM, Gay LJ, Hulyk SW, 
Villalon DK. Muzny DM, Sodergren EJ, Lu X, Gibba RA, Fahey J. 
Helton B, Ketteman M, Madan A. Rodrigues S, Sanchez A, Whiting M, 
Madan A. Young AC, Shevchenko Y, Bouffard GO, Blakesley RW, 
Touchman JW, Green ED, Dickson MC, Rodriguez AC, Griowood J, 
Schmutz J, Myers RM, Butterfield YS, Krzywinski MI, Skalska U, 
Smailus DB, Schnerch A, Schoin JE, Jones SJ and Harra MA. 
Mammalian Gene Collection Program Team 

Generation and initial analysis of more than 15,000 full-length 
human and mouse cDNA sequences 

Proc. Natl. Acad. Sci. U.S.A. 99 (26), 16899-16903 (2002) 
12477932 

2 (bases 1 to 1404) 
Director MGC Project. 
Direct Submission 

Submitted (08-APR-2003) National Institutes of Health, Mammalian 
Gene Collection (MGC), Cancer Genomics Office, National Cancer 
Institute, 31 Center Drive, Room 11A03, Bethesda, MD 20892-3590, 
USA 

NIH -MGC Project URL: http://mgc.nci.nih.gov 
Contact: MGC help desk 
Email: cgapbs-rttmail.nih.gov 
Tissue Procurement: Invitrogen 

cDNA Library Preparation: Life Technologies, Inc. 

cDNA Library Arrayed by: The I.M.A.G.B. Consortium (LLNL) 

DNA Sequencing by: Sequencing Group at the Stanford Human Genome 

Center, Stanford Univeraity School of Medicine. Stanford, CA 943DS 

Web aite: http://www-ahgc.stanford.edu 

Contact: (Dickson, Mark) mcd9paxil.stanford.edu 

Dickson, M. , Schmutz, J., Grimwood, J., Rodriquez. A., and Myers, 
R. M. 



Clone distribution: MGC clone distribution information can be found 
through the I.M.A.G.E. Consortium/LLNL at: http://image.llnl.gov 
Series: IRAK Plate: 98 Row: b Column: 13 

This clone was selected for full length sequencing because it 
passed the following selection criteria: matched mRNA gi : 31S42248. 
Location/ Qualifiers 

( 1. .1404 

/organism- 'Homo sapiens" 

/mol_type- "mRNA" 

/ db_xre f - • taxon : 96 0 6 ■ 

/clone- "MGC: 54 192 IMAGE : 5724507" 

/tissue_type- "Ovary, pooled from 3 adults" 

/ c lone_l ib- " N I H_MGC_1 2 5 " 

/lab_hoat-"DH10B" 

/note- "Vector: P CMV-SPORT6" 

1. .1404 

/gene-"ClGALTlCl" 



/note- "synonyms: MGC19947, ClGal-T2, c38h2-ll, HSPC067, 

COSMC, C1GALT2" 

/db xref-"GeneID:29071" 

130. .1086 

/gene-'ClGALTlCl" 

/codon_start-l 

/product- "C1GALT1 -specific chaperone 1" 
/protein id-"AAHS0441 . 1" 
/db_xref-"GI:29792193" 
/db_xref-"GeneID: 29071" 

/ 1 rans la t ion-" MLSESSSFLKGVMLGS I FCAL I TMLGH I R IGHGNRMHHHEHHHL 
QAPNKED I LKI SEDERMELSKSFRVYCI I LVKPKDVS LWAAVKETWTKHCDKAE FFSS 
ENVKVFES I NMDTNDMWLMMRKAY KYAFD KYRD0YNW F FLAR PTT FA 1 1 ENLKYFLLK 
KDPSQPFYLGHT I KSGDLSYVGMEGG I VLSVESMKRLNSLLNI PEKCPEOGGM IWKIS 
ED KQLA VCLKYAGVFAENAEDADG KDVFNTKSVG LS I KEAMTYHPNOVVEGCCSDMAV 
TFNGLTPNQMHVMMYGVYRLRAFGH I FNDALVFLPPNGSDND" 



Ouery Match 100.0%; Score 957; DB 8; Length 1404; 

Best Local Similarity 100.0%; Pred. No. 3.4e-201; 

Matches 957; Conservative 0; Mismatches 0; Indela 0; 



oy 


l 


Db 


130 


Oy 


61 


Db 


190 


oy 


121 


Db 


250 


oy 


181 


Db 


310 


Oy 


241 


Db 


370 


oy 


301 


Db 


430 


Oy 


361 


Db 


490 


Oy 


421 


Db 


550 


oy 


481 


Db 


610 



llltillllllllilllllllllllllllllllllllllllllllillllllllllllll 



lllllll MIIIIIIIIIIIIMII Mill lllllll II MM llllltlll lllitill 



llllllllllllllllllillllllilllllltllllllillllllllllllllllllll 



iiiniiiiiiiiiiiiitiiiiiiiiiiiiiiiiiiiiMiiiiiiiiiiiiiiiiiii 



III IIIMIIII II 



IIIIIIMIIIIIIIIIlllllMlllitllllllllllllili 

rTAAAGGAGACITGGACCAAACACrGTGACAAAGCAGAGTTCTTC 429 



llillllllllllllllllltlllltlllllltlllllllltllllllllllllllllll 



Ml I IMIIUI IN IIIIMIM Ml Mill MMII MINI III Ml III IIMI 1 1 



IMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIilllllllllllll! 



IIIMIIMIIMIillllllliillllllllllllillllllllllllltlllllllll 



Oy 541 G TGGG T ATGGAAGGAGGAATTG T CTT AAGTG T AGAAT CAA TGAAAAGACTT AA CAG CCTT 600 

lllllilllllllllllllillllllllllllllllllilllllllillltlllllllll 

Db 670 GTGGG T A TGGAAGGAGGAATTGT CTT AAGTGTAGAAT CAA TGAAAAGACTT AA CAG CCTT 729 

Oy 601 CT CAATAT CCCAGAAAAGTG T CCTGAA CAGGGAGGGATGATTTGGAAGAT AT CTGAAGA T 660 

null nun ii i iiiii iii i iiiMiiiiiiiiiiiiiiiiiifiiii iiiiiiii 

Db 730 CT CAA TA T CCCAGAAAAGTGT CCTGAA CAGGGAGGGATGATTTGGAAGAT AT CTGAAGAT 78 9 

Oy 661 AAA CAG CTAGCAGTTTG CCTGAAATATG CTGGAGTATTTG CAGAAAA TG CAGAAGA TG CT 720 

1 1 M 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 11 1 1 1 1 1 

Db 790 AAA CAG CTAGCAGTTTG CCTGAAATATG CTGGAGTATTTGCAGAAAATG CAGAAGATG CT 849 

Oy 721 GATGGAAAAGATG T ATTT AA T AC CAAAT CTGTTGGG CTTT CTA TTAAAGAGG CAATGACT 780 

Illill IIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIHIIIIIIIIIIIIII 

Db 650 GATGGAAAAGATXrrATTTAATACCAAATC TO TT G GG CTTTCTATTAAAGAGGCAATGACT 909 

Oy 781 TAT CACCCCAAC CAGGTAGT AGAAGG CTGTTGTT CAGATATGG CTGTTACTTTT AATGGA 840 

lllllllllllllllllllllllllllllitlllllilltllllilHIIIilillllll 
Db 910 T AT CA CC CCAACCAGGTAGT AGAAGG CTGTTGTT CAGAT A TGG CTGTTACTTTT AA TGGA 969 

Oy 841 CTGA CT CCAAA T CAGATG CATGTGATGA TGTATGGGGTAT ACCGCCTT AGGG CATTTGGG 900 

llllllllllllilllllllllllllllllllllllilllllllllllllllllllllll 

Db 970 CTGACTCCAAATcaCATGCATGTGATGATGTATGGGCT 1029 

Oy 901 CATATTTTCAATCATGCATTGGTTTTCTTACCTCC^^ 957 

IIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIimillilllll 
Db 1030 CATATTTTCAATGATG CA r i tAj 'r t 'lT L 'rr A CCTCCAAATGG 1 1 1 1WI CAATGA CTGA 1086 



RESULT 3 
AB0B4170 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 



SOURCE 
ORGANISM 



AUTHORS 
TITLE 



JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 

TITLE 
JOURNAL 



AB084170 1471 bp mRNA linear PRI 04-DEC-2002 

Homo sapiens ClGal-T2 mRNA for betal , 3 -galactosyl transferase, 
comple cds. 
AB084170 

AB084170.1 GI:26017174 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrate; Euteleostomi; 
Mammalia; Eutheria; Euarehontoglires; Primates; Catarrhini; 
Hominidae; Homo. 
1 

Kudo,T., Iwai.T., Kubota.T., lwasaki,H., Takayma.Y., Hiruma,T., 

Inaba.N., Zhang, Y. , Gotoh.M., Togayachi.A. and Narimatsu.H. 

Molecular Cloning and Characterization of a Novel 

UDP-Gal :GalNAcalpha Peptide beta 1, 3-Calaetosyltransf erase 

(ClGal-T2), an Enzyme Synthesizing a Core 1 Structure of O-Glycan 

J. Biol. Chem. 277 (49). 47724-47731 (2003) 

12361956 

2 (bases 1 to 1471) 

Kudo.T., Iwai.T.. Iwasaki.H.. Gotoh.M., Inaba.N., Hiruma.T.. 
Togayachi.A. and Narimatsu.H. 
Direct Submission 

Submitted (19-APR-2002) Takeshi Kudo, National Institute of 
Advanced Industrial Science and Technology, Laboratory of Gene 



Function Analysis, Institute of Molecular and Coll Biology; 
Central-2, 1-1*1 Umezono, Tsukuba, Ibaraki 305-6596, Japan 
(E-mail :t.kudo«aist. go. jp. Tel :81-298-61-3197, Fax:81-298-61-3191) 

Location/Qualifiers 

1. .1471 

/organism- "Homo sapiens" 
/mol_type."mRKA' 
/db_xre f - • taxon : 96 0 6 " 
/cell_line-"Colo205" 
1. .1471 

/gene-"ClGal-T2" 
105. .1061 
/gene-"ClGal-T2" 
/codon_start-l 

/product- "beta l , 3 -galactosyl transferase" 

/protein_id-"BAC41493.1" 

/db_xref-"GI : 26017175" 

/ 1 rans lat i on- " MLSESSS FLKGVMLGS I FCAL I TMLGH I R IGHGNRMHHHEHHHL 
QAPNKED I LKISEDERKELSKS FRVYC 1 1 LVKPKDVSLWAAVKETWTKHCDKAEFFSS 
ENVKVFESINMDTNDMWIJWRKAYKYAFDKYRDQYNWFFLARPTTFAI IENLKYFLLK 
KDPSQPFYLGHTI KSGDLEYVGHEGG I VLSVESMKRLNSLLN I PEKCPEQGGM I WKI S 
EDKQLAVCL KYAGVFAENAEDADG OTVFNTKSVGLS I KEAMTYH PNQWEGCCSDMAV 
TFNGLTPNQMHVMMYGVYRLRAFGH I FNDALVFLPPNGSDND ■ 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 8; Length 1471; 
Pred. No. 3.4e-201; 

Mismatches 0; Indole 0; Gaps 
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Db 
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Oy 


61 


Db 


165 
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Db 


225 


oy 


181 


Db 


285 


oy 


241 


Db 


345 


oy 


301 


Db 


405 


Oy 


361 


Db 


465 



liiiiiiiiiiiimiiiiiiiiiiiiiiimiiiimimiimmiiimi 



imiiiiiiiiiiiiiiiiiiiiHiiiimiiiiiiiiiiiiiMiiiiiiiiini 



!llllll!!!!!ii!ll!illlllll>lll!lllllilllllltiil!llll!ltlllll 



IlilMMMMIMIMIIMMMMIMMIMIIMIMMIillMIMMIMI 



iiiiiiiiMiiiiiiiiiiiiiiimitiiiimiiiiiiiiiiiiiiiimiiii 



miiiiiiiiimmiiiiiiiiiiiiijiiiiiiiiiiiiitimiiiHiiiii 



iiiiiiiiiiiiiiiimiiHMiiiiiiimiiiiiiMiiiiiiiiiiiiinii 



oy 


421 


Db 


525 


Oy 


4B1 


Db 


585 


Oy 


S41 


Db 


64S 


Oy 


601 


Db 


705 


Oy 


661 


Db 


765 


oy 


721 


Db 


825 


Oy 


7B1 






Oy 


841 


Db 


945 


Oy 


901 


Db 


1005 



lllllllllllllllillllllttllllllllllllllllllllllllllllllllltll 



iiiiniiiiiiiiiiiiiiiiiiiitiiiiiiiiiitiiiiiiiiiiiiiiiiijiiii 



MllllllljllllllllltllllllllllilllillllllllllllllllMIIIIIll 



IIIIIMIItjIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIItltilllllllltll 



lllllllilltlllllllllllllllllllllllllllllllllllllllllllllllll 



tMllilllllllllllllllltllllltillllllllllllllllllllllllllllll 

FATTAAAGAGG CAATGACT 884 
VTATGG CTGTTACTTTT AATGGA 840 

IIIIIIMIItlllltlllllMlllllllllllllllllltlMtlllilllllllll! 



IIIIIHIIMIIMIIIMIIIIMMMIIMII 111 Ml I MIMI III IMMI 1 1 



IMMIMIIMMIIIMMIIMIIIMMIIMI 1 t 



RESULT 4 
CQ729548 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 



JOURNAL 
FEATURES 



CQ729548 1492 bp DNA linear PAT 03-FEB-2004 

Sequence 15482 from Patent WO0206B579. 

CQ729S48 

CQ729S48.1 GI .42300896 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniate; Vertebrate; Euteleostomi; 
Mammalia; Eutheria; Euarchontoglires; Primates; Catarrhini; 
Horai nidae ; Homo . 
1 

Venter, C. J., Adams, M.C., Li.P.W. and Myers, E.W. 

Kits, such as nucleic acid arrays, comprising a majority of 

humanexons or transcripts, for detecting expression and other uses 

thereof 

Patent: WO 02068579-A 15482 06-SEP-2002; 
PE Corporation (NY) (US) 

Locat i on/Qua 1 i f i era 



1. .1492 

/organism- "Homo sapiens" 
/ mo l_type-" unas signed DNA" 
/db_xref-" taxon: 9606" 



Query Match 100.0%; Score 957; DB 6; Length 14 92; 

Best Local Similarity 100.0%; Pred. No. 3.4e-201; 

Matches 957; Conservative 0; Mismatches 0; Indels 0 



Oy 
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Db 


257 


Oy 


61 


Db 


317 
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121 


Db 


377 


Oy 


181 


Db 


437 


Oy 


241 


Db 


497 


Oy 


301 


Db 


557 


Oy 


361 


Db 


617 


Oy 


421 


Db 


677 


Oy 


481 


Db 


737 


Oy 


541 


Db 


797 


Oy 


601 


Db 


857 


oy 


661 


Db 


917 



IIMMMMMMMMIMMIMIIMIIIMIIIIIilMIIIHMIMMIMI 



MIMMMMMMMMMMMIMIMMMMIMM MIMIMMMMMM 



MilllllllllllllllMIMIIIIIIIIIINMIIilMillllllillllllll 



MIMMM MMMMMMMMMMM MM MMMMMM MMM MMIM 



mill iiiiiii mmiiiiE iiiiiiiiiuiii 



Mill 111(11 MIMMMMMMMMMM! 



IIIMMIMMIIIIMMMMIIIIIIMMI MMIMIMM MIMIMMIM 



1 1 1 1 J I J 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 i 1 1 1 1 f i 1 1 1 f M f 1 1 1 1 1 1 1 1 1 ! 1 1 



1 1 1 f 1 1 1 1 1 1 » 1 1 1 J 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 » 1 1 1 1 1 1 1 1 1 1 



IIIIIIillllllMIMMMMMMMMMMMMMMMMMMMHMM 



ATGATTTGGAAGATATCTGAAGAT 660 

IIIIIIIMIIIIIIIlllllllllllllllllllllllllllMIIIIMIIIIIIill 



1 1 1 f r 1 1 i 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 n 1 1 1 1 r 1 1 1 1 1 1 1 1 j t ii m 1 1 1 1 j 1 1 



Oy 


721 


Db 


977 


Oy 


781 


Db 


1037 


Oy 


841 


Db 


1097 


oy 


901 


Db 


1157 



H 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 f II II 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 M 1 1 II 1 1 1 



1 1 1 1 1 1 1 1 1 1 j i ■ 1 1 r 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 j 1 1 1 1 1 f 1 1 



lllllllllll tllllllllMIIIIIIIIIMIIMIMIItlllMI 



CATATTTTCAATGATG CATTGGTTTTCTTACCTCCAAATGGTTCTGACAATGACTGA 957 

IIIIIIIIIMIIillllllllllllllllllllltlllllli ! I 



RESULT 5 
AY159319 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



AY159319 1492 bp mRNA linear PRI 10-DEC-2002 

Homo sapiens core 1 beta3 -galactosyltransf erase-specif ic molecular 
chaperone (COSMO mRNA, complete cds . 
AY159319 

AY159319.1 GI:26418105 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrate; Euteleostomi; 
Mammalia; Eutheria; Euarchontoglires; Primates; Catarrhini; 
Homi nidae; Homo. 

1 (bases 1 to 1492) 
Ju,T. and Cunsnings, R. D . 

A unique molecular chaperone Coerac required for activity of the 
mammalian core 1 {beta} 3 -galactosyl transferase 
Proc. Natl. Acad. Sci. U.S.A. (2002) 
12464682 

2 (bases 1 to 1492) 
Ju,T. and Cunnings, R.D. 
Direct Submission 

Submitted (05-OCT-2002) Biochemistry 6 Molecular Biology, 
University of Oklahoma Health Sciences Center. 975 NE 10th Street, 
BRC 417, Oklahoma City, OK 73104, USA 

Locat ion/Qua 1 i f i ers 

1. .1492 

/organism- "Homo sapiens" 

/mol_type-"mRNA" 

/ db_xre f - " taxon : 9 6 0 6 " 

/ chromosome- • X ■ 

/map-"Xq23" 

1. .1492 

/gene.-COSMC" 

257. .1213 

/gene-"COSMC" 

/codon_«tart-l 

/product- "core 1 beta3 -galactosyl transferase -specif ic 
molecular chaperone" 



/protein id-"AAN7S129. 1" 
/db_Xref-"GI : 26418106" 

/ 1 rans la t ion- • MLSESSSFLKGVMLGS I FCAL I TMLGH I R I GHGNRMHHHEHHHL 
QAPNKED I LKI S EDSRMELS KS FRVYC 1 1 L V KP KDVS L W AA V KETWT KH CD KAE FFSS 
ENVKVFES INMDTNDMWLMMRKAYKYAFDKVRDOYNWFFLAJlPTrFAI I ENLKYFLLK 
KDPSQPFYLGHT I KSGOLEYVGHEGG I VLSVESMKRLNSLLN I PEKCPEQGGMI WKI S 
EDKQLAVCLKYAGVFAE NAEDADG KD V FNT KSVG LS I KEAKTYH P N QWEG CCSDMA V 
T FNG LTPNQMHVMMYGVY RLRAFGH I FNDALVFLPPNGSDND" 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 8; Length 1492; 
Pred. No. 3.4e-201; 

Mismatches 0; Indole 0; 



1 ATGCTTTCTGAAAG CAGCTCCTTTTTGAAGGGTGTGATG CTTGGAAGCATTTTCTGTG CT 60 

iiiiiHiiiiiiiiiiii iiiiiiii iiiiiiiiniiiiiiiiiiiiiniimiii 

257 ATGCTTTCTGAAAGCAGCTCCriTTTGAAGGGTGTGATC 316 

61 TTGATCACTATGCTAC<IACACATTAGGATTGGTCATGGAA^ 120 
illlllllilllllllllllllltllllllillllllMIIIIIIIIIIIIHIIIIIII 
317 TTGATCACTATGCTAGGACACATTAGGATTGGTCATGGAAATAGAATG CA CCA CCATGAG 376 

121 CATCATCACCTACAAGCTCCTAAOUkAGAAGATATCTTGAAAATTTCAGAGGATGAGOGC 180 

llltililllllinMIIMIIIItllltllltllllllllllllllllllllllltll 

377 «TCATCACCTACAAGCTCCTMCAAAGAAGATATCTTCy\AAATTTCAGA^ 436 
181 ATGGAGCTCAGTAAGAGCTlTCXjAGTATACTGTATTATCCTTGTAAAACCCAAAGATtntJ 240 

IIIIIMilllllllllllllllllllilllllllllllllllMMIIIIIIIMIIH 

437 ATGGAGCTCAGTAAGAGCTTTOGAGTATACTGTATTATCXTTGTAAAACCCAAAGATGTG 4 96 

241 AGTCTTTGGGCTG OVGTAAAGGAGACTTGCACCAAACACTGTGACAAAGCAGAGTTCTTC 300 

illlllllMlllllllillllllllllllllllllKIIMIIIIIMIIIllllMII 
4 97 AGTCTTTGGGCTGCAGTAAAGGAGACTTGGACCAAACACTG^ 556 

301 AGTTCTGAAAATGTTAAA G TGTTTGAGTC^TTAATATGt^CACAAATGAC^TC 360 

llllllillllllllMlllllllllllilllllllllllllHINIIillllilllll 
557 AGTTCTGAAAATGTTAAAGTGTTTGAGT CAATTAATATGGACACAAATGACATGTGGTTA 616 

361 ATGA TGAG AAAAG CTT A CAAAT A CG CCTTTGA T AAG TA T AGAGA CCAA T ACAA CTGGTT C 420 

llllllllilllllllllillllllllllllMINIiilillllllilllillllllll 

617 ATGATGAGAAAAGCTTACAAATACGCCTTTGATAAGTATAGAGA CCAATACAACTGGTTC 676 

421 TTCCTTGCACGCCCCACTACGTTTGCTATCATTGAAAACCTAAAGTATTTTT^ 480 

lilllllllllllillillllllllillillllllllllllltllililtllllllllll 
677 TTCCTTGCACG CCCCACTAC<nTTG CTATCATTGAAAACCTAAAGTATTTTTTGTTAAAA 736 

481 AAGGATCCATCACAG CCTTTCTATCTAGGCCACACTATAAAATCTGGAGACCrTGAATAT 540 

iiiiiMMiiiiiiii iiiimmmii iii imiiiMiiii Milium 

737 AAGGATCOVTCACAGCCTTTCTATCTAGGCCACACTATAAAATC^^ 796 

541 GTGGG T A TGGAAGGAGGAATTGTCTT AAG TGT AGAA T CAATGAAAAGA CTTAA CAG C CTT 600 

liiillllllllllilllllllHIMIIIIIIIIMlillllllllllllfiillllll 
797 G TGGGTA TX3GAAGGACX1AATTG TCTTAAG TGTAGAA T CAATGAAAAGA CTTAA CAG C CTT 856 

601 CTCAATATCCCAGAAAAGTGTCCTGAACAGGGAGGGATGATTTGGAAGATATC^ 660 

llllllllllllllllllllilllllllllllllllillllliillllllllllllllll 

857 CTCAATAT CCCAGAAAAGTGT CCTGAACAGGGAGGGA TGA TTTGGAAGATA T CTGAAGAT 916 



Qy 
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Db 


917 


Qy 


721 


Db 


977 


oy 


781 


Db 


1037 


Oy 


B41 


Db 


1097 


Oy 


901 


Db 


1157 



IIMIIIIIimiMMMIIIIIIIIIMIimillllllllllllllMIIIIIII 



llllllltllllllllllllllllllllllMllllilllllllllllllMIIIIIIII 



iiiMiiiiiiiiiiiiiiiiiiiiiiiMiitiiiiiiiniiiiiiiiiiiiniiii 



II III 1 1 II I III I !1I I IIIIIIIIIMIIIIIIIIIIIIIilllllllllllllllll 



IIIIIIIHIIIIIIIIIIIIIIIItllllllllllllllllilllllllllllltl 

CATATTTTCAATGATGCATTGO J'l TTCI 1 ACCTCCAAATGGTTCTGACAATGACTGA 1213 



RESULT 6 
BD075648 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

COMMENT 



BD075648 1572 bp DNA linear PAT 27 -AUG -2002 

Secretory and transmembrane polypeptide and nucleic acid encoding 
the same. 
BD075648 

BD07564B.1 GI:22621251 
JP 2001516580-A/281. 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniate; Vertebrata; Buteleostomi; 
Mammalia; Eutheria; Euarchontoglires; Primates; Catarrhini; 
Hominidae; Homo. 
1 (bases 1 to 1572) 

Wood, W. I., Gumey,A.L.. Goddard.A. , Penica.D. , Chen, J. and Yuan, J. 
Secretory and transmembrane polypeptide and nucleic acid encoding 
the same 

Patent: JP 2001516580-A 281 02-OCT-2001; 
GENENTECH INC 



OS 


Homo sapient 


i (human) 












PN 


JP 2001516580-A/281 












PD 


02-OCT 


-2001 














PF 


16-SBP 


-1998 


JP 2000511867 












PR 


17-SEP 


-1997 


US 60/059115, 17-SEP 


-1997 


US 60/0S918 


17 


-SEP-1997 


US 


60/059122,17 


-SEP 


1997 


US 


60/059117 


PR 


17 


-SEP-1997 


US 


60/059113,17 


-SEP- 


1997 


US 


60/059121 


PR 


17 


-SEP-1997 


US 


60/059119,18 


-SEP- 


1997 


US 


60/059263 


PR 


IB 


-SEP-1997 


US 


60/059266,15 


-OCT- 


1997 


us 


60/062125 


PR 


17 


OCT-1997 


US 


60/062287,17 


-OCT- 


1997 


us 


60/062285 


PR 


21 


OCT-1997 


US 


60/063486,24 


-OCT- 


1997 


us 


60/062816 


PR 


24 


OCT-1997 


US 


60/062814.24 


OCT- 


1997 


us 


60/063127 


PR 


24 


OCT-1997 


US 


60/063120,24 


OCT- 


1997 


us 


60/063121 


PR 


24 


OCT-1997 


us 


60/063045,24 


OCT- 


1997 


us 


60/063128 


PR 


27 


OCT-1997 


us 


60/063329,27 


OCT- 


1997 


us 


60/063327 


PR 


28 


OCT-1997 


us 


60/063549.28 


OCT- 


1997 


us 


60/063541 


PR 



3-OCT 


1997 


US 


60/063550,28 


OCT 


1997 


US 


60/063542 


PR 


3 -OCT 


1997 


US 


60/063544, 28 


OCT 


1997 


US 


60/063564 


PR 


5 -OCT 


1997 


US 


60/063734, 29 


OCT- 


1997 


US 


60/063738 


PR 


J -OCT 


1997 


US 


60/063704,29 


OCT 


1997 


US 


60/063435 


PR 


J-OCT 


1997 


US 


60/064215, 29 


OCT 


1997 


us 


60/063735 


PR 


5 -OCT 


1997 


US 


60/064103, 31 


OCT- 


1997 


us 


60/063870 


PR 


5 -NOV 


1997 


US 


60/064248. 07 


NOV- 


1997 


us 


60/064809 


PR 


2 - NOV 


1997 


us 


60/065186,17 


NOV- 


1997 


us 


60/065846 


PR 


3 - NOV 


1997 


us 


60/065693,21 


NOV- 


1997 


us 


60/066120 


PR 


L-NOV 


1997 


us 


60/066364,24 


NOV- 


1997 


us 


60/066772 


PR 


t-NOV 


1997 


us 


60/066466,24 


NOV- 


1997 


us 


60/066770 


PR 


1-NOV 


1997 


us 


60/066511,24 


NOV- 


1997 


us 


60/066453 


PR 


j-NOV 


1997 


us 


60/066840 












WILLIAM I 


WOOD, AUSTIN L GURNEY , AUDLEY GODDARD, DIANE PI 


JEAN 


CHEN. 















FEATURES 

source 



•I JEAN YUAN 

'C C12N15/09,C07K14/47,C07K14/705,C07K16/18,C07K16/28,C07K19/00, 
'C C12N1/19. 

>C C12Nl/21,C12N5/10,C12P21/02,C12P21/08,C12Ol/02//(C12P21/08. Pi 

C12R1:91) , 
>C C12N15/00.C12N5/0O 

:C Secretory and transmembrane polypeptide and nucleic acid CC 

encoding the same 
"H Key Location/Qualifiers 
T source l. .1572 

T /organism- ' Homo sapiens (human)'. 

Location/Qualifiers 
1. .1572 

/organism- "Homo sapiens" 
/•rol-type- "genomic DNA" 
/db_xre f - " taxon : 9 6 0 6 " 



Query Match 100.0%; Score 957; DB 6; Length 1S72; 

Best Local Similarity 100.0%; Pred. No. 3.4e-201; 

957; Conservative 0; Mismatches 0; Indels 0; 



Qy 


1 


Db 


81 


oy 


61 


Db 


141 


Oy 


121 


Db 


201 


Oy 


1B1 


Db 


261 


oy 


241 


Db 


321 



iiimiiiiiif!iiiitiiiiii)iiiiiiiimiMiiiiijiiiiiiiiiimi 



iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiiiiiiiiiiiiiiiiii 



liiiiMiimiiiiiimiiiiiiiimijiiiiiiiiiiiiiiiiiiiMiiii 



HMMIMMMMMMMIIMIMIIMMMMMMIIMMIMMMIMM 



lllllllltllllllllfllllllllllllllllllllllllllllllllllllllllll 



Oy 


301 


Db 


381 


Oy 


361 


Db 


441 


Oy 


421 


Db 


501 


oy 


4B1 


Db 


561 


Oy 


541 


Db 


621 


oy 


601 


Db 


681 


oy 


661 


Db 


741 


oy 


721 


Db 


801 


oy 


7B1 


Db 


861 


Oy 


841 


Db 


921 


oy 


901 


Db 


931 



IMIMMMMIMMMIMMIMMMMMMIMMMIIIMIMIMIMM 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 ! I M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



iiiiiiiMiiiiiiiiiiimiiiiiiiiiiiiiiiiimiiiiMiiiiiii 



IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMillllllllllllllllliilll 



lltlliilltlllMIMItlilllllllllllilllllillllllllilMIIIIIIII 



MllilllllllllllllllllllllMlllllllllllllllimillllllMlltl 



lllltllilllllliillillllSlllliflMllljllllllilltlllllilllllli 



II III II IIIIIIIIIIII Mil I II I III 1 1 llll I 



1 1 III I III I III 1 1 II 1 1 II I 

TCTATTAAAGAGGCAATGACT B60 



it Illllllllllllllll {MINIMUM | 



Ml I Illllllllllllllllllllllflillllllllll I 



HllllllllillillllllllllllllllllllillllllMllilllllllllll 



RESULT 7 
BD17250B 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



BD17250B 1572 bp DNA linear PAT 18-FEB-2003 

Secreted and transmembrane polypeptides and nucleic acids encoding 
the same. 
BD172508 

BD172508.1 GI:28413B10 
JP 2002223786-A/2S1. 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; 
ia; Eutheria; Euarchontoglires; Primates; Catarrhini; 



Hominidae; Horao. 
REFERENCE 1 (bases 1 to 1572) 

AUTHORS Wood, W. I . , Gurney.A.L., Goddard.A. , Pennies, D.. Zheng, J. and 
Yuan, J. 

TITLE Secreted and transmembrane polypeptides and nucleic acids encoding 
the same 

JOURNAL Patent: JP 2002223786 -A 281 13-AUG-2002; 
GENENTBCH INC 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; OB 6; Length 1572; 
Pred. No. 3.4e-201; 

Mismatches 0; Indels 0; 



1 ATG CTTT CTGAAAG CAGCT CCTTTTTGAAGGGTGTGATG CTTGGAAG CATTTTCTGTG CT 60 

1 1 1 ■ 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Bl ATG CTTT CTGAAAG CAG CTCCTTTTTGAAC<XjTGTGATG CTTGGAAG CATTTTCTGTG CT 140 



FEATURES 

source 



OS 


Homo sapiens (human) 












Oy 


61 


TTGAT CA CTATG CT AGGA CACATT AGGA TTGGTCA TGGAAA T AGAATG CA CCACCATGAG 


120 


PN 


JP 2002223786-A/281 
















llllllllilllllllll 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 






13 -AUG 


-2002 














Db 


141 


TTGA T CA CTATG CT AGGA CACATT AGGA TTGGT CA TGGAAA T AGAATG CA CCACCATGAG 


200 


PF 


18-DEC 


-2001 


JP 200138S13S 






















17-SEP 


-1997 


US 60/059115. 17-SEP 


•1997 


US 60/059184 PR 


Oy 


121 


CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATT^ 


180 


17- 


■SBP-1997 


US 


60/059122 . 17 • 


-SEP- 


1997 


US 










llllllllilllllllll III lllllllllllllllllllllllllllllllllllllll 






•SEP-1997 


US 


60/ 059113 , 17 - 






US 




PR 


Db 


201 


CAT CAT CA CCT A CAAG CT CCTAA CAAAGAAGAT A TCTTGAAAATTT CAGAGGATGAG OG C 


260 


17 


•SEP- 1997 


us 


60/059119, IB 


SEP 


1997 


US 


60/059263 


PR 










18 


-SEP-1997 


US 


60/059266, 15 


-OCT- 


1997 


US 


60/062125 


PR 


Oy 


1B1 


ATGGAG CT CAGT AAGAG CTTTCGAGTAT A CTGT ATT A T CCTTGT AAAACCCAAAGA TGTG 


240 


17- 


-OCT- 1997 


US 


60/062287.17 


-OCT- 


1997 


us 


60/062285 


PR 






IIIMIIIIIillllllllllllllllllllllllllllllllllllllllllillllli 






•OCT- 1997 


us 


60/063486.24 


-OCT- 


1997 


us 


60/062816 


PR 


Db 


261 


ATGGAG CT CAGT AAGAG CTTT CGAGTA T A CTGT ATTA TCCTTGT AAAACCCAAAGA TGTG 


320 


24- 


•OCT-1997 


us 


60/062814.24 


- OCT- 


1997 


us 


60/063127 


PR 










24 


OCT-1997 


us 


60/063120.24 


OCT - 


1997 


us 


60/063121 


PR 


Oy 


241 


AGTCTTTGGCCTOCAGTAAAGGAGACTTCCACCAAACACT^ 


300 


24- 


•OCT-1997 


us 


60/063045.24 


-OCT- 


1997 


us 


60/063126 


PR 






1 1 II II II 1 1 1 1 1 1 1 III 1 1 1 I 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 1 




27- 


-OCT-1997 


us 


60/063329.27 


-OCT- 


1997 


us 


60/063327 


PR 


Db 


321 


ACTCTTTGGGCTGCAGTAAA«3AGACTTGGACXAA^ 


380 


28- 


•OCT-1997 


us 


60/063549.28 


-OCT- 


1997 


us 


60/063541 


PR 










28- 


•OCT-1997 


us 


60/0635S0.28 


-OCT- 


1997 


us 


60/063542 


PR 


• Oy 


301 


AGTTCTGAAAATGTTAAAGTGTTTGACTCAAT^^ 


360 


28 


-OCT-1997 


us 


60/063544,28 


-OCT- 


1997 


us 


60/063S64 


PR 




llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




29 


-OCT-1997 


us 


60/063734.29 


-OCT - 


•1997 


us 


60/063738 


PR 


Db 


381 


AGTrCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATGGA 


440 


29 


•OCT-1997 


us 


60/063704,29 


-OCT- 


1997 


us 


60/O6343S 


PR 










29 


•OCT-1997 


us 


60/064215,29 


OCT 


1997 


us 


60/063735 


PR 


Oy 


361 


A TGATGAGAAAAG CTT A CAAAT A CG CCTTTGATAAGTAT AGAGA C CAATA CAACTGGTT C 


420 


29 


-OCT-1997 


us 


60/063732,31 


-OCT- 


1997 


us 


60/064103 


PR 






IIIIIIIIIIIMIIIIIIMIIIIIIIIilllllllllllllttillllllllllllll 




31- 


•OCT-1997 


us 


60/063870,03 


-NOV- 


1997 


us 


60/064248 


PR 


Db 


441 


A TGATGAGAAAAG CTT A CAAAT A CG CCTTTGATAAGTAT AGAGA C CAATA CAACTGGTT C 


500 


07 


-NOV-1997 


us 


60/064809, 12 


-NOV- 


1997 


us 


60/065186 


PR 










17 


-NOV- 1997 


us 


60/065846, 18 


-NOV- 


1997 


us 


60/065693 


PR 


Oy 


421 


TT CCTTG CAOG CCCCACTACGTTTG CTATCATTGAAAACCTAAACTAlTTlTrGTTAAAA 


480 


21- 


-NOV-1997 


us 


60/066120,21 


-NOV- 


1997 


us 


60/066364 


PR 






IIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMI 




24- 


•NOV-1997 


us 


60/066772,24 


-NOV- 


1997 


us 


60/066466 


PR 


Db 


501 


TT C CTTG CA OGCCC CA CT A CGTTTG CT AT CATTGAAAA CCTAAAGTATTTTTTGTT AAAA 


560 


24- 


-NOV-1997 


us 


60/066770,24 


-NOV- 


1997 


us 


60/066511 


PR 










24 


-NOV-1997 


us 


60/066453,25 


- NOV- 


1997 


us 


60/066840 


PI 


Oy 


481 


AAGGATCCATCACAGCCTTTCTATCTAGGCCACACTO^ 


540 


WILLIAM I WOOD, AUSTIN L GURNEY , AUDREY GODDARD 


, DIANE PENNICA, PI 






IIIIIIMIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIillllll 




J I AN ZHENG. 
















Db 


561 


AAGGAT CCATCA CAG CCTTTCTATCTAGGCCACACTATAAAAT CTGGAGACCTTGAATAT 


620 



PI JEAN YUAN 

PC C12N15/09,C07K14/47,CO7K16/18,C07K19/00.C12Nl/19,C12Nl/21, PC 

C12N5/10, 
PC 

C12P21/02//C12P21/08. (C12P21/02 . C12R1 : 19) , (C12P21/02 , C12R1 : 91 ) , PC 

(C12P21/02.C12R1 :64S).C12N15/00,C12N5/00 
CC Secreted and transmembrane polypeptides and nucleic CC acids 
encoding the same 

FH Key Location/ Qualifiers 

FT source 1 . . 1572 

FT /organism- 'Homo sapiens (human)'. 

Location/ Qualifiers 
1. .1572 

/organ ism- "Homo sapiens' 
/ mo l_type-* genomic DNA" 
/ db_xr e f - • t axon : 96 0 6 " 



Qy 541 GTGGGT A TGGAAGGAGGAA TTG T CTT AAGTGT AGAAT CAA TGAAAAGA CTT AACAG C CTT 600 

IIIIIIIIMIIIIItllllltlllllllllllllllllllllllilll MIIIIMIII 

Db 621 GTGGGTATGGAAGGAGGAATTGTCTTAAGTGTAGAATCAATGAAAAGAC^ CCTT 680 

Qy 601 CT CAATA T C CCAGAAAAGTGT CCTGAA CAGGGACXXIATGA TTTGGAAGAT AT CTGAAGAT 660 

I II I I I I I I I I I I I I I I I I I I i t I I I I I I I I I I I I I I I I I I I I I I I I I I M I I I I I I I I I 

Db 681 CT CAATA T C CCAGAAAAGTGT C CTGAA CAGGCAGGGATXJA TTTGGAAGAT AT CTGAAGA T 740 

Qy 661 AAA CAG CTAGCAGTTTG CCTGAAATATG CTGGAGTATTTC CAGAAAATG CAGAAGATG CT 720 

II IIIIIIIMIIIUII IIIIMII IIIIMIIIIMI lllllllllltlllllMI II 

Db 741 AAACAGCTAGCAGTTTGCCTGAAATATG CTGGAGTATTTG CAGAAAATG CAGAAGATG CT 800 

Qy 721 GA TGGAAAAGA TGT ATTT AATA CCAAA T CTGTTGGG CTTT CT ATT AAAGAGG CAA TGA CT 780 

IIIIIIIIIIIIIIIIIIIIIIIIIMIIItlllllllllllllllllltllllllllll 
Db 801 GA TGGAAAAGATGT ATTT AATA C CAAA T CTGTTGGG CTTT CT ATT AAAGAGG CAATGA CT 860 



781 TATCXCCCCAACCAGGTAGTAGAAGGCTGTTGTTCAGATATGGCTGTTACTTTTAATC 840 



oy 
Db 



lllllllllllllllllllllllllllllillllllllllllilllllllllllllllll 

861 TAT CA C CCCAA C CAGG TAGT AGAAGG CTGTT G TT CAGAT ATGG CTG TT A CTTTT AATGGA 920 
841 CTGACTCCAAAT CAGATGCATGTGATGATGTATGGGGTATACOG CCTTAGGG CATTTGGG 900 

M l IM III III Ml Ml MM III Ml; MM MM Mill III IIIIMIIII Mill 

921 CTGACTCCAAATCAGATGCATGTGATGATGTATGGGGTATACCG CCTTAGGG CATTTGGG 980 
901 CATATTTTCAATGATG CATTGGTTTTCTTACCTCCAAATGGTTCTGACAATGACTGA 957 

I i M M 1 1 1 1 1 1 3 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 M 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

981 CATATTTTCAATGATG CATTGGTTTTCTT A CCTCCAAATGGTTCTGACAATCACTGA 1037 



21-N0V-1997 US 
24 -NOV-1997 US 
24 -NOV- 1997 US 
24 -NOV-1997 US 



60/066120, 21-NOV-1997 US 
60/066772, 24-NOV-1997 US 
60/066770, 24-NOV-1997 US 
60/0664S3,25-NOV-1997 US 



60/066364 PR 

60/066466 PR 

60/066511 PR 

60/066840 PI 



RESULT 8 
BD172827 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 

TITLE 

JOURNAL 

COMMENT 



BD172827 1572 bp DNA linear PAT 18-FEB-2003 

Secreted and transmembrane polypeptides and nucleic acids encoding 
the same. 
BD172827 

BD172827.1 GI:28414131 
JP 20O2238586-A/281. 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Manmalia; Eutheria; Euarchontogl ires; Primates; Catarrhini; 
Hominidae; Homo. 
1 (bases 1 to 1572) 

Wood, W. I., Gurney,A.L., Goddard.A. , Pennica.D.. Zheng, J. and 
Yuan, J. 

Secreted and transmembrane polypeptides and nucleic acids encoding 
the same 



WILLIAM I WOOD, AUSTIN L GURNEY , AUDREY GODDARD, DIANE PENNICA, PI 

J I AN ZHENG, 

PI JEAN YUAN 

PC C12N15/09,C07K14/47,C07K16/18,C07K19/00,C12N1/19,C12N1/21, PC 
C12N5/10, 

PC C12P21/02//C12P21/0B, (C12N1/19, C12R1 : 645) , (C12N1/21 . C12R1 : 19) , 
PC 

(C12N5/10,C12R1:91) , (C12P21/02 , C12R1 : 91 ) , (C12P21/02 , C12R1 : 64S ) , PC 

(C12P21/02.C12R1 :19) , (C12P21/08 , C12R1 : 91 ) , C12N15/00 , C12NS/00 , PC 
(C12N5/00,C12R1:91) 

CC Secreted and transmembrane polypeptides and nucleic CC acids 
encoding the same 

FH Key Location/Qualifiers 
FT source 1. .1572 

FT /organism- 'Homo sapiens (human)'. 

FEATURES Location/Qual if iers 

source 1. .1572 

/organism- -Homo sapiens* 
/mol_type- "genomic DNA" 
/dbxre f - ■ taxon : 9 6 0 6 " 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 



Score 957; DB 6; Length 1572; 
Pred. No. 3.4e-201; 
; Mismatches 0; Indels 0; 



Patent: JP 20022385B6-A 281 27-AUG-2002, 








oy 


1 


GENENTECH INC 














OS Homo sapient 


i (human) 








Db 


81 


PN JP 2002238586-A/281 












PD 27-AUG-2002 










Oy 


61 


PF 18-DEC-2001 


JP 2001385205 












PR 17-SEP-1997 


US 60/059115, 17-SEP 


-1997 


US 60/059184 PR 


Db 


141 


17-SEP-1997 US 


60/059122, 17-SEP-1997 


US 


60/059117 


PR 






17-SEP- 1997 US 


60/059113, 17-SEP-1997 


US 


60/059121 


PR 


Oy 


121 


17 -SEP- 1997 US 


60/059119, 18-SEP-1997 


US 


60/059263 


PR 




18-SEP-1997 US 


60/059266, 15-OCT-1997 


us 


60/062125 


PR 


Db 


201 


17-OCT-1997 US 


60/062287, 17-OCT-1997 


us 


60/0622B5 


PR 






21-OCT-1997 US 


60/063486, 24 -OCT- 1997 


us 


60/062816 


PR 


Oy 


181 


24-OCT-1997 US 


60/062814, 24 -OCT-1997 


us 


60/063127 


PR 






24-OCT-1997 US 


60/063120, 24 -OCT- 1997 


us 


60/063121 


PR 


Db 


261 


24 -OCT-1997 US 


60/063045, 24-OCT-1997 


us 


60/063128 


PR 






27-OCT-1997 US 


60/ 063329, 27 -OCT- 1 997 


us 


60/O63327 


PR 


Oy 


241 


28-OCT-1997 US 


60/063549, 28-OCT-l 997 


us 


60/063541 


PR 






28-OCT-1997 US 


60/063550, 28-OCT-l 997 


us 


60/063542 


PR 


Db 


321 


28 -OCT-1997 US 


60/063544, 28-OCT-1997 


us 


60/063564 


PR 






29-OCT-1997 US 


60/063734, 29-OCT-l 997 


us 


60/063738 


PR 


oy 


301 


29-OCT-1997 US 


60/063704, 29-OCT- 1997 


us 


60/063435 


PR 




29-OCT-1997 US 


60/064215, 29-OCT-l 997 


us 


60/063735 


PR 


Db 


381 


29-OCT-1997 US 


60/063732, 31 -OCT-1997 


us 


60/064103 


PR 






31-OCT-1997 US 


60/063870. 03 -NOV-1997 


us 


60/06424B 


PR 


Oy 


361 


07-NOV-1997 US 


60/064809, 12-NOV-1997 


us 


60/065186 


PR 




17-NOV-1997 US 


60/065846, 18-NOV-1997 


us 


60/065693 


PR 


Db 


441 



\TG CTTGGAAG CAT 

IIMIIIIIIIIIIIIIIIilllllllllllillllllllllllllllllMIIIIIIII 



iiiiiiiiiimiiiiiiiiiiimiiiiiiiMiiiiiniiiiiiiiiiiiiiiii 



llllll IMIMIIMMMMIMIIIIMIMIMIIMIMIMIMIMIIIIIII 



IIMM MMMMMMMMIIMMIMMMIMIMIilMMIMMMIMM 



llllll IMMMIIilMMMMI MMMIIMIIMIIIIIMIMIMIIIIIII 

rAAAIXIAGACTTGGA CCAAA CACTGTGACAAAGCAGAGTTCTTC 380 



lllllllllllllllllllllllllllllillllllllllllllllllllllllllllll 



iiiiiiiiiiiiiiiiiiiiiiiiiMimiiiiiiiiiimiiiiiiiiiiimii 



oy 


421 


Db 


501 


oy 


481 


Db 


561 


Oy 


541 


Db 


621 


Oy 


601 


Db 


681 


Oy 


661 


Db 


741 


Oy 


721 


Db 


801 


Oy 


7B1 


Db 


B61 


Oy 


841 


Db 


921 


Oy 


901 


Db 


981 



lllllllltlllllllllllllllllllllllllllllllllllllllllllllllllll 



Mllllltllllllltllllllllllfllllllllltlllllillllllllllllllll 



IMIIMMIIIMIIIIIIMMIIIIIIIlim MIMI Ml Ml Ml III III III 



II IMIII HUM lllllllll III llllll III I II MM III MIIIMII III III 



illlllllMHIIIIIIMItllllllllllltlllllillllllllllllllllllll 



mil ill iiiiiiiii in m in imm ii iii i m m mill m mm 

fATTAAAGAGGCAATGACT 860 



II II I M 1 1 1 1 1 1 1 1 1 1 M II m 1 1 1 1 1 1 1 1 I M M I 



iiiimiiiiiiiiiiiiiiiiiiiiiiiimii mi imimi iii iiiiii iii 



ii inn iiiiiiiimiiiimmiiiiiimmmii iiimiii mi 

CATATTTTCAATGATGCATTGG 1 1 U CI 1 ACCTCCAAATCGTTCTCACAATGACTGA 1037 



RESULT 9 
BD173146 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



AUTHORS 

TITLE 

JOURNAL 



BD173146 1572 bp DMA linear PAT 18-FEB-2003 

Secreted and transmembrane polypeptides and nucleic acids encoding 
the same. 
BD173146 

BD173146.1 GI:28414455 
JP 2002238587-A/281. 
Homo sapiens (human) 
Homo sapiens 

Bukaryota; Metazoa; Chorda ta; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Euarchontoglires; Primates; Catarrhini; 
Hominidae; Homo. 
1 (bases 1 to 1572) 

Wood, w. I., Gurney.A.L., Goddard.A.. Pennica.D., Zheng. J. and 
Yuan, J. 

Secreted and transmembrane polypeptides and nucleic acids encoding 
the same 

Patent: JP 200223B5B7-A 281 27-AUG-2002; 



INC 

Homo sapiens (human) 
JP 2002238SB7-A/2B1 
27-AUQ-2002 

16- DEC-2001 JP 200138S248 

17- SEP-1997 US 60/059115. 17-SEP-1997 US 
60/059122. 17-SEP-1997 US 
60/059113, 17-SEP-1997 US 
60/059119, 18-SEP-1997 US 
60/059266. 15-OCT-1997 US 
60/062287. 17-OCT-1997 US 
60/063486. 24 -OCT- 1997 US 
60/062814, 24 -OCT- 1997 US 
60/063120. 24 -OCT-1997 US 
60/063045, 24-OCT-1997 US 
60/063329. 27-OCT-1997 US 
60/063549. 28-OCT-1997 US 
60/063550, 28-OCT-1997 US 
60/063S44.28-OCT-1997 US 
60/063734. 29-OCT-1997 US 
60/063704. 29-OCT-1997 US 
60/064215. 29-OCT-1997 US 
60/063732. 31-OCT-1997 US 
60/063B70.03-NOV-1997 US 
60/064809, 12-NOV-1997 US 
60/065846, 18-NOV-1997 US 
60/066120, 21-NOV-1997 US 
60/066772, 24-NOV-1997 US 
60/066770, 24 -NOV- 1997 US 
60/066453, 25-NOV-1997 US 

WILLIAM I WOOD, AUSTIN L GURNEY, AUDREY GODDARD, DIANE PENNICA, PI 
J IAN ZHENG. 
PI JEAN YUAN 

PC C12N15/09.C07K14/47,C07K16/18,C12N1/19,C12N1/21,C12N5/10. PC 

C12N15/02. 

PC 

C12P21/02.C12P21/08// (C12P21/02 , C12R1 : 91 ) , (C12P21/02, C12R1 : 19) . PC 

(C12P21/02,C12R1:645) . C12N15/00. C12N5/00, C12N15/O0 CC Secreted 
and transmembrane polypeptides and nucleic CC acids encoding the 



17-SEP-1997 US 
17-SEP-1997 US 

17- SEP-1997 US 

18- SEP-1997 US 
17 -OCT- 1997 US 
21 -OCT- 1997 US 
24-OCT-1997 US 
24-OCT-1997 US 
24-OCT-1997 US 

27- OCT-1997 US 

28- OCT-1997 US 
28-OCT-1997 US 

28- OCT-1997 US 

29- OCT-1997 US 
29-OCT-1997 US 
29-OCT-1997 US 
29-OCT-1997 US 
31-OCT-1997 US 
07-NOV-1997 US 
17-N0V-1997 US 
21-N0V-1997 US 
24 -NOV- 1997 US 
24-NOV-1997 US 
24-NOV-1997 US 



60/059184 PR 
60/059117 PR 
60/059121 PR 
60/059263 PR 
60/062125 PR 
60/06228S PR 
60/062816 PR 
60/063127 PR 
60/063121 PR 
60/063128 PR 
60/063327 PR 
60/063541 PR 
60/063542 PR 
60/063564 PR 
60/063738 PR 
60/063435 PR 
60/063735 PR 
60/064103 PR 
60/064248 PR 
60/065186 PR 
60/06S693 PR 
60/066364 PR 
60/066466 PR 
60/066511 PR 
60/066840 PI 



FH Key 
FT 



FEATURES 

source 



Location/Qualifiers 
1. .1572 

/organism- 'Homo sapiens (human)' 
Loca t i on/ Qua 1 i I i ere 
i. .1572 

/organism- ■Horao sapiens* 
/mol_type- ■genomic DNA* 
/db_xre £ - ■ taxon : 96 0 6 ■ 



Query Match 100.0%; Score 957; DB 6; Length 1572; 

Beat Local Similarity 100.0%; Pred. No. 3.4e-201; 

Matches 957; Conservative 0; Mismatches 0; Indele 0; 



1 m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

81 ATGCTTTC 



llllllllll 



iATG CTTGGAAGCATTTTCTGT G CT 60 
llltillllllllllltlllllllllllll 

ATG CTTGGAAGCATTTTCTGTGCT 140 



Oy 


61 


Db 


141 


Oy 


121 


Db 


201 


oy 


1B1 


Db 


261 


Oy 


241 


Db 


321 


Oy 


301 


Db 


381 


Oy 


361 


Db 


441 


Oy 


421 


Db 


501 


Oy 


481 


Db 


561 


Oy 


541 


Db 


621 


oy 


601 


Db 


681 


Oy 


661 


Db 


741 


oy 


721 


Db 


801 


Oy 


781 


Db 


861 


Oy 


841 


Db 


921 



imiii iiiiiiiimiiiimimiii iiimiimmiiiiiiimmii 



h iiiiMiiiinimiiii: m iiiiMimmimn iiimiii; um 



ii m imimi imiii ii i ii mi i imm i iimmi iiiiiiiii iiiiii 



901 CATATTTTCAATGATGCATTGGTTTTCTTACCTCC^ 957 

IIIMMIIMIMIIIIIIIIIIIMMMI IIIIIIIMIIMIIIIIimill 

981 CATATTTTCAATGATG CATTGGTTTTCTTACCTCCAAATGGTTCTGACAftTGACTGA 1037 



llllllllllll 



rTAAAGGAGACTTGGACCAAACACTGTGACAAAG CAGAGTT CTTC 300 

iiiiiiiiininiiimimiiMiiiiiiiiiiiiiimi 



Mill III Ml Ml IIIIII Ml I Ml II I Ml IMIII Ml IMIII Ml Ml Ml Ml 



IIIIIIMMIMIIMIMIIIMIMIIIMIIIMMIIIII MlimimiMI 



TTCCTTGCACGC^CCACTAC G TTT G CTATCATTGAAAACCTAAAGT 480 

limMlMIMIIIIMMIII MIIMIIIIMIIMIIIII MIIIMII IIIIII 

501 TTCCTTGCACGCCCCACTAC G TTr G CTATCATTGAAAACCTAAAGTA IU\ * i * I * lX^ 560 



MIMIIMII!IIIIIMIIIIMIIII!IMIMIIIIIIIIIIIIIMIII IIIIII 



lllllllllllilllillillllllllillillilllllilllllllllllllllllll 



IIIMIIIIIMIHIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMI 



IIIMMIMIMIIilMMIIIMIIMMIMIIMIII III IIIIII Ml III M 



IIIIIIIIIIIIIIIMIIillllllllllll 



lltllllillllllltlllllltllll 

r ATTAAAGAGG CAATGACT B60 



Itllltlllltlllllllllllllllllllllllllllllllllllllllllllllll 



IIIIIIIIIIMIIIIIIIIIIIIMMIIIMIIIIIIIIIIIMIMIMIIIIIIII 



RESULT 10 

BD173465 

LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 



AUTHORS 

TITLE 

JOURNAL 



BD173465 1572 bp DNA linear PAT 18-FEB-2003 

Secreted and transmembrane polypeptides and nucleic acids encoding 
the same. 
BD173465 

BD173465.1 GI:28414776 
JP 200223B588-A/281. 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chorda ta; Craniata; Vertebrata; Euteleostomi; 
Mammalia; Eutheria; Euarchontoglires; Primates; Catarrhini; 
Hominidae; Homo. 
1 (bases 1 to 1572) 

Wood, W. I., Gurney.A.L.. Goddard.A., Pennies, D. , Zheng, J. and 
Yuan, J. 

Secreted and transmembrane polypeptides and nucleic acids encoding 
the same 

Patent: JP 2002238S8B-A 2B1 27-AUG-2002; 

GENENTECH INC 

OS Homo sapiens (human) 

PN JP 200223858S-A/281 

PD 27 -AUG- 2002 

PF 18-DEC-2001 JP 2001385315 



540 


PR 17 -SEP 


•1997 


US 60/059115. 17-SEP 


-1997 


US 60/0S918 




17-SEP-1997 


US 


60/059122, 17-SEP-1997 


US 


60/059117 


PR 


620 


17-SEP-1997 


US 


60/059113, 17-SEP-1997 


US 


60/059121 


PR 




17-SEP-1997 


US 


60/059119, 


, 18-SEP-1997 


US 


60/059263 


PR 


600 


18-SEP-1997 


us 


60/0S9266, 


, 15-OCT-1997 


US 


60/062125 


PR 




17-OCT-1997 


US 


60/062287, 


,17-OCT-1997 


us 


60/062285 


PR 


680 


21-OCT-1997 


us 


60/063466, 


.24-OCT-1997 


us 


60/062B16 


PR 




24-OCT-1997 


us 


60/062B14, 


,24-OCT-1997 


us 


60/063127 


PR 


660 


24-OCT-1997 


us 


60/063120, 


.24-OCT-1997 


us 


60/063121 


PR 




24 -OCT- 1997 


us 


60/063045, 


.24-OCT-1997 


us 


60/063128 


PR 


740 


27-OCT-1997 


us 


60/063329, 


.27-OCT-1997 


us 


60/063327 


PR 




28-OCT-1997 


us 


60/063549, 


.28-OCT-1997 


us 


60/063541 


PR 


720 


28-OCT-1997 


US 


60/063550, 


, 28-OCT-1997 


us 


60/063542 


PR 




28-OCT-1997 


us 


60/063544, 


, 28-OCT-1997 


us 


60/063S64 


PR 


800 


29-OCT-1997 


us 


60/063734, 


, 29-OCT-1997 


us 


60/063738 


PR 




29-OCT-1997 


us 


60/063704, 


29-OCT-1997 


us 


60/06343S 


PR 


780 


29-OCT-1997 


us 


60/064215, 


29-OCT-1997 


us 


60/063735 


PR 




29-OCT-1997 


us 


60/063732, 


31-OCT-1997 


us 


£0/064103 


PR 


860 


31-OCT-1997 


us 


6O/063B70, 


03-NOV-1997 


us 


60/064248 


PR 




07 -NOV- 1997 


us 


60/064B09. 


, 12-NOV-1997 


us 


60/065186 


PR 


840 


17-NOV-1997 


us 


60/065846, 


, 1B-NOV-1997 


us 


60/065693 


PR 




21-NOV-1997 


us 


60/066120, 


21-NOV-1997 


us 


60/066364 


PR 


920 


24-NOV-1997 


us 


60/066772, 


24-NOV-1997 


us 


60/066466 


PR 




24-NOV-1997 


us 


60/066770, 


24-NOV-1997 


us 


60/066S11 


PR 


900 


24-NOV-1997 


us 


60/066453. 25-NOV- 1997 


us 


60/066840 


PI 



WILLIAM I WOOD. AUSTIN L GURNEY , AUDREY GODDARD, DIANE PENNICA, PI 

J IAN ZHENG. 

PI JEAN YUAN 



FEATURES 

source 



PC C12N15/09.C07K14/435,C07IU6/16.C07K19/00.C12N1/19,C12N1/21, PC 
C12NS/10. 

PC C12P21/O2//C12P21/08, (C12N1/19, C12R1 :645) . (C12N1/21 . C12R1 :19) . 
PC (C12NS/10,C12Rl:91>,C12N15/0O.C12NS/OO. (C12NS/00. C12R1 : 91 ) CC 

Secreted and transmembrane polypeptide* and nucleic CC acida 
encoding the same 

FN Key Location/Qualifier* 
1. .1572 

/organ i am- 'Homo eapiena (human)'. 
Location/ Qualifiers 
1. .1572 

/organism- "Homo sapiens" 
/mol_type-"genomic DMA* 
/ db_xr e f - " taxon : 960 6 " 



Query Match 100.0%; Score 957; OB 6; Length 1572; 

Best Local Similarity 100.0%; Pred. No. 3.4e-201; 

Matches 957; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 ATGCTTTCTGAAAGCAGCTCCTTTTTGAAGGGTCT 60 

1 1 linn iii iii mill nun iimii 1 1! i M i mi mi nun iii nun 

Db 81 ATG dTTCTG AAAG CM CT CITTriTU AAGGGTGTGATG CTTGGAAOCA' rTIT Clt/lti CT 140 

Oy 61 TTGATCACTA TG CT AGGA CA CATTAGGATTGGT CA TGGAAATAGAATC CA CCA CCATGAG 120 

iiiiiiiiiiiii i J 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 until 

Db 141 TTGATCA CTATG CT AGGA CA CA TT AGGATTGGT CATGGAAA TAGAATG CA CCACCATGAG 200 

Qy 121 CATCA TCA CCTA CAAGCTCCTAA OWUJAAGA T AT CHTGAAAATT^ CGC 180 

Mil Illllllllllllllllllllllllllllllllllll II 

Db 201 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTIXiAAAATTTCAGA C 260 

Qy 181 ATGGAG CT CAGTAAGAG CTTTOGAGT AT A CTGTATTAT CCTTGT AAAA CCCAAAGA TGTG 240 

i r r 1 1 1 1 r 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 j 1 1 r 1 1 f 1 1 r 1 1 1 r 1 1 1 1 1 

Db 261 A TGGAG CT CAGTAAGAG CTTT CGAGT ATA CTGTATTAT CCTTGT AAAA CCCAAAGA TGTG 320 

Qy 241 AGTCTTTGGG CTG CAGTAAAGGAGACTTGGACCAAACACTGTGACAAAGCAGA G TT C TTC 300 

lllllllllllllllllllllllllllllllllllllllllllllllll lllllllllll 
Db 321 AGTCITTGGGCTGCAGTAAAGGAGACTTGGACCAAAC^CTG 380 

Qy 301 AGTTCTCAAAATGTTAAAGTGTTTGAGTCAATTAATAT^ 360 

llllllllllllillllllllllllllllillllMlllllllllilllllllllltill 
Db 381 AGTTCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATGGACACA^ 440 

Qy 361 ATGATGAGAAAAG CTT ACAAAT A CG CCTTTGA T AAGT AT AGAGACCAATA CAA CTGGTT C 420 

Ml I Mllllllllllllll Mill I 

Db 441 ATGATGAGAAAAG CTT ACAAAT ACG C CTTTGA T AAGT AT AGAGACCAA T ACAA CTGGTT C 500 

Qy 421 TTCCTTGCA03CCCCACTACGTTTGCTATCATTGAAAACCT 480 

miiiiimiiiiiiiiiiiimiiiiiiiiiiiiiiii iiiiiiiiiiiiiiiiii 

Db 501 TT CCTTG CA CG C CCCA CT A CGTTTG CT ATCATTGAAAA CCT AAAGT A TTTTTTGTTAAAA 560 



481 AAGGATCCATCACAGCCTTTCTATCTAGG CCACACTATAAAATCTGGAGACCTTGAATAT 540 

llllllllllllllllllllllllllllllllllllllllll Ml III III III III III 
561 AAGGATCCATCACAGCCTTTCTATCTAGG CCACACTATAAAATCTGGAGACCTTGAATAT 620 



541 GTGGGTATC 



ATTGTCTTAAGTGTAGAATCAATGAAAAGACTTAACAGCCTT 600 



Db 


621 


Oy 


601 


Db 


6B1 


Oy 


661 


Db 


741 


Oy 


721 


Db 


801 


oy 


781 


Db 


861 


Oy 


841 


Db 


921 


oy 


901 


Db 


981 



iiiiiiiiiiiiiiiiniiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 



mi mill iiimm i ii in i in m in in ill iniiim mini n i 



IIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIillll 



TATTAAAGAGG CAATGACT 780 

1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 4 J 1 1 1 F 1 1 1 1 1 1 1 1 1 1 1 4 1 1 1 4 1 1 1 1 1 1 4 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 

TATTAAAGAGGCAATGACT 860 



IIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIHIIMIIIIIIIIMI 



nil iii m mi urn i in ii i iii iii iii iii iii minium iii i ii i 



CATATTTTCAATCATGCATTGOTTTTCTTACCTCCAAATCGTTCTt^ 957 

i mill mm i mil i ii mi iimii iii mm iiimm i ii i ii i 

VTGGTT CTGACAATGACTGA 1037 



RESULT 11 
BD175499 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



AUTHORS 

TITLE 

JOURNAL 



BD175499 1572 bp DNA linear PAT 16-MAR-2003 

Secretory and transmembrane polypeptide and nucleic acid encoding 
the same. 
BD175499 

BD175499.1 GI: 29121197 
JP 20022S3280-A/281. 
Homo sapiens (human) 
Homo sapiena 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrate; Euteleoatomi ; 
Mammalia; Eutheria; Euarchontoglires; Primates; Catarrhini; 
Hominidae; Homo. 
1 (bases 1 to 1572) 

Wood, W. I., Gurney.A.L., Goddard.A.. Pennies, D.. Zheng, J. and 
Yuan , J . 

Secretory and transmembrane polypeptide and nucleic acid encoding 
the same 

Patent: JP 20022S32BO-A 2B1 10-SEP-2002; 

GENENTECH INC 

OS Homo sapiens (human) 

PN JP 2002253280-A/281 

PD 10-SEP-2002 

PF 1B-DEC-2001 JP 2001385319 

PR 17-SBP-1997 US 60/059115. 17-SEP-1997 US 60/059184 PR 
17-SEP-1997 US 60/059122, 17-SEP-1997 US 60/059117 PR 
17-SEP-1997 US 60/059113, 17-SEP-1997 US 60/059121 PR 

17- SEP-1997 US 60/059119, 18-SBP-1997 US 60/059263 PR 

18- SEP-1997 US 60/059266. 15-OCT-1997 US 60/062125 PR 



17-OCT-1997 


US 


60/062287, 17-OCT-1997 


us 


60/0622B5 


PR 






21-OCT-1997 


US 


60/0634B6,24-OCT-1997 


us 


60/062816 


PR 


Db 


201 


24-OCT-1997 


us 


60/062814. 24-OCT-1997 


us 


60/063127 


PR 






24-OCT-1997 


us 


60/063120. 24 -OCT-1997 


us 


60/063121 


PR 


oy 


181 


24-OCT-1997 


us 


60/063045, 24 -OCT-1 997 


us 


60/063128 


PR 




27-OCT-1997 


us 


60/063329, 27-OCT-1997 


us 


60/063327 


PR 


Db 


261 


28-OCT-1997 


us 


60/06354 9, 28-OCT- 1997 


us 


60/063S41 


PR 






28-OCT-1997 


us 


60/063550. 28-OCT-1997 


us 


60/063542 


PR 


oy 


241 


28-OCT-1997 


us 


60/063544, 28-OCT- 1997 


us 


60/063564 


PR 






29-OCT-1997 


us 


60/063734. 29-OCT-1997 


us 


60/063738 


PR 


Db 


321 


29-OCT-1997 


us 


60/063704, 29-OCT-1997 
60/064215. 29-0CT-1997 


us 


60/063435 


PR 






29-OCT-1997 


us 


us 


60/063735 


PR 


oy 


301 


29-OCT-1997 


us 


60/063732. 31-OCT-1997 


us 


60/064103 


PR 




31-OCT-1997 


us 


60/063870, 03-NOV-1997 


us 


60/064248 


PR 


Db 


381 


07-N0V-1997 


us 


60/064809, 12-NOV-1997 


us 


60/0651B6 


PR 






17-N0V-1997 


us 


60/065846, 1B-NOV-1997 


us 


60/065693 


PR 


QY 


361 


21-N0V-1997 


us 


60/066120, 21-NOV-1997 


us 


60/066364 


PR 




24-NOV-1997 


us 


60/066772. 24-NOV-1997 


us 


60/066466 


PR 


Db 


441 


24-NOV-1997 


us 


60/066770. 24-NOV-1997 


us 


60/066511 


PR 






24-NOV-1997 


us 


60/066453. 25-NOV-1997 


us 


60/066640 


PI 


Oy 


421 



iMmiiiiiiiiiiiiiiimmiiii mi miiiiiiiimiiiMiiiiii 



WILLIAM I WOOD. AUSTIN L GURNEY . AUDREY GODDARD. DIANE PENNICA, 
J I AN ZHENG, 
PI JEAN YUAN 

PC C12N15/09.A61K45/00,A61P1/00,A61P13/12,A61P17/00,A61P17/06. P( 
A61P25/00, 

PC A61P25/16.A61P25/28.A61P31/12,A61P35/00,C07K14/47.C07K16/1B, 
PC C07K19/00. 

PC C12Nl/19,C12Nl/21.C12N5/10//A61K38/00,A61K39/395,A61K39/395, 
PC A61P43/00, 

PC C12P21/0B. (C12N1/19,C12R1:645), (C12N1/21.C12R1 : 19) , (C12N5/10. 
PC C12R1:91), 

PC C12N1S/00,C12N5/00,A61K37/02, (C12N5/00. C12R1 : 91) CC 
Secretory and transmembrane polypeptide and nucleic acid CC 

encoding the same 
FH Key Location/Qualifiers 
FT source I. .1572 

FT /organism- 'Homo sapiens (human)'. 

FEATURES Location/Qualifiers 
source 1. .1572 

/organism- 'Homo sapiens" 
/mol_type« "genomic DNA" 
/db xref-" taxon: 9606" 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; 0B 6; Length 1572; 
Pred. No. 3.4e-201; 

Mismatches 0; Indel> 0; 



Oy 


l 


Db 


Bl 


Oy 


61 


Db 


141 



1 1 1 1 J 1 f 1 1 1 1 1 1 1 1 1 



Mimiiiiiiiimiiiiiiiiiiiiiiiiimiiiiii 

VTGCTTGGAAGCATTTTCTGTGCT 140 



IIMII 



T CAGTAAGAG CTTTOGAGTA T A CTGTATTAT CCTTGTAAAA CCCAAAGA TGTG 240 

MMMIMIMM lllllllllll imilMllimilllllll 



IIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIHIIIIIIIIIIIIIilll 



IIIIIIIMIMIIIIIIIIMI IIIMM MM IIIIIIMIIIIIIIIMIII MM 



imillllllllll IMIMIII IIIMM MM MMMMMMMMIMM MM 



MMMMMIMM IIIIIIMI MM I Ill MMMIIMMIMIM 



1 1 r 1 1 1 1 1 1 r 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 » i 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 501 TT CCTTG CACG CCCCA CTA CGTTTG CT AT CATTGAAAA CCT AAAGTA TTTTTTGTTAAAA 560 

Qy 481 AAGGATCCAT CACAGCCTTTCTATCTAGG CCA CA CT AT AAAA T CTGGAGACCTTGAATAT 540 

IIIIIIIIIIIII liillllllllllllllllllll Ill 

Db 561 AAGGATCCATCACAGCCTTTCTATCTAGG CCA C^CTATAAAATC^ 620 

Qy 541 GTGGGTATGGAAGGAGGAATTCTCTTAAGTGTAGAATCAAT^ 600 

IIIIIIIIIIIIIIIIIIIIIIIIMIIMMIIIIIIIIIIIIIIIIMIIIMIIM I 

Db 621 GTGGGTA TGGAAGGAGGAATTG TCTT AAGTGT AGAATCAATGAAAAGACTT AACAGCCTT 680 

Qy 601 CTCAATATCCCAGAAAAGTGTCCTGAACAGGGAGGGATGATTTGGAAGATATCTC 660 

MMMMMMMMMIMMMMMMIM IIMIMIIIIIIIMIimillll 

Db 681 CTCAATATCCCAGAAAAGTGTCCTGAACAGGGAGCCATGA riTGGAAGATATCTGAAGAT 740 

Qy 661 AAACAGCTAGCAGTTTGCCTGAAATATGCTGGAGTATTTG 720 

I Ml Ml I II I III IIIMIIMIIIIIMIIIIIMMII III III MIIIIMI I II I 

Db 741 AAACAGCTAGCAGTTTGCCTGAAATATGCTGGAGTATTTG 800 

Qy 721 GATGGAAAAGATCrTATTTAATACCAAATCTGTTGGGCTTTCT 780 

miiimimi iiiiiiMiiiiMiiiMiiiiiMiiiiiiiiimiiiiiii i 

Db 801 GATGGAAAAGATCTATTTAATACCAAATCTGTTGGGCTTTCTAT^ 860 

Qy 781 TA T CACCCCAA CCAGGTAGTAGAAGG CTGTTGTTCAGATATGGCTGTT A CTTTTAA TGGA 840 

II M I lllllllllll I Hill II lllllllllll IIIMM I MM II II I III I II I I 

Db 861 TATCA<XCCAACCAGGTAGTAGAAGGCTCTTGTTCAGA 920 

Oy 841 CTGA CTCCAAATCAGA TG CATGTGATGA TGTA TGGGCT ATA CCG CCTTAGGG C^TTTOGG 900 

I Ml I II I II I III III III III IIMII III III III IIMII III I Mill I II I II I 

Db 921 CTGACTCCAAATCAGATGCATCTGATCATCTATGGGCTATACOGC^ 980 

Qy 901 CATATTTTCAATGATGCArTGGTTTT CTT A CCTCCAAATGOTT CTGACAATGACTGA 957 

I I r 1 1 1 i 1 1 r 1 1 1 1 r r 1 1 1 4 1 r 1 1 1 1 1 r 1 1 j j 1 1 1 1 1 1 1 j j 1 1 1 1 1 r 1 1 1 1 1 1 i 1 1 1 

Db 981 CATATTTTCAATCATGCA i T GG r i TTCTI A CCTCCAAATGG^ 1037 



121 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTrTGAAAATT^ 180 



RESULT 12 



AR410S79 
LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



TITLE 
JOURNAL 



AR410S79 1572 bp DNA linear PAT 18-DSC-2003 

Sequence 340 from patent US 6635468. 

AR410879 

AR410879.1 GI:40162379 

Unknown. 

Unknown. 

Unclassified. 

1 (bases 1 to 1S72) 

Ashkenazi.A. , Botatein.D., Desnoyers. L. . Eaton. D.L.. Ferrara.N., 

Filvarof f , B. , Fong.S.. Gao.W.-Q., Gerber.H.. Gerritaen.M.E. , 

Goddard.A.. Godowski, P.J. , Grimaldi, J.c. , Gurnoy, A. L . , Hillan, K. J., 

Kljavin,I.J.. Kather.J.P., Pan, J.. Peoni.N.F., Roy.M.A., 

Stewart, T. A. , Turaas.D., Williams, P.M. and Wood, W.I. 

Secreted and transmembrane polypeptides and nucleic acids encoding 

the same 

Patent: US 663 5468 -A 340 2 1 -OCT - 2003 ; 
Genentech. Inc. ; South San Francisco, CA 

Location/Quali tiers 

1. .1572 

/o rgan i am- " unknown " 
/«>l_type-« genomic DNA" 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 6; Length 1572; 
Pred. No. 3.4e-201; 

Mismatches 0; Indels 0; 



Oy 


l 


Db 


si 


Oy 


61 


Db 


141 


Oy 


121 


Db 


201 


Oy 


181 


Db 


261 


Oy 


241 


Db 


321 


oy 


301 


Db 


381 


oy 


361 


Db 


441 



IIIMIIIilllllllllllllllllllllllllllll II I II I 111 III III III I III 



IMIMIIIHIMMMIMMMIMIIII IIIIIMIIIII III III llllll I III 

TTGATCACTATGCTAGCACACATTAGGATTGGTCATGG 200 



Miimiiimiiiiiiiiiiiiiiiiiiniiiiiiiiiiiiiiiiiiiiiimii 



I MIMIIIIMMMMIIHIMIMMMIM III MIIIMM IMIMMIMM 



MMiMMMMMMMMMMMMMMMIMMMIMM IIMIIIMMII 



IHIMIIIIIIIIIIIIIIH IIIIHIIIIIIMIHIIIMIIMIHIIIIIIIII 



liiiiiiiiiiiitiiiiiiiimimiiiiiiiiiiiiiiMiiiimiiiinii 



Oy 


421 


Db 


501 


Oy 


481 


Db 


561 


Oy 


541 


Db 


621 


oy 


601 


Db 


681 


oy 


661 


Db 


741 


Oy 


721 


Db 


801 


oy 


781 


0b 


861 


Oy 


841 


Db 


921 


Oy 


901 


Db 


981 



1 1 • i f 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 f f 1 1 1 1 1 1 [( i 



iiiiiiiiiiiiiiiiiiiiiiiiiiiiitiiiiiiiiiiiiiitiiiiiiiiiiiiii 



GTGGGTATGGAAGGAGGAATTGTCTTAAGTCTAGAATCAATG^ 600 
lllllllllllllllltlillllllllllllilllllllltlllilllllllllllllll 
GTGGOTATGGAAGGAGGAATTCTCTTAAGTCTAGAATCAATGAAAAGACT 680 



IMIIIM III I III llllll III Ml HUM llll III llllll III I III IIIIIM 



ii nun ill iii i iiiiiiiii ill iiiiiiiM i ill nun iii i ii i iiiiiii 



I M 1 1 1 1 1 M 1 1 1 H 1 1 1 1 1 1 1 1 H M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 II 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 1 1 1 1 1 



IIIIIIUIIIIIIIIIIIIIIIIIIIIIMIII I M I II M 1 1 1 1 1 II Ml 1 1 



CATATTTTCAATGATGCA 1 " l\ M Wl'i I T 1 ACCTCCaAATCXnTCTCACAATGACTGA 957 
IIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 
CATATTTTCAATCATGCATT OO 1 * 1 ITC1 1 ACCTCCAAATGO 1"! CTGACAATGACTGA 1037 



RESULT 13 
AR43 9243 
LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 

REFERENCE 
AUTHORS 



TITLE 
JOURNAL 



AR439243 1572 bp DNA linear PAT 20 -FEB- 2004 

Sequence 340 from patent US 6664376. 

AR439243 

AR439243.1 GI :42665092 

Unknown . 

Unknown . 

Unclassified. 

1 (bases 1 to 1572} 

Ashkenazi.A. , Botstein.D., Desnoyers, L. , Eaton, D.L., Ferrara.N., 

Filvarof f, E. , Fong,S., Geo,W.-Q., Gerber.H., Gerritsen,M. E. , 

Goddard.A., Godowski . P . J . , Grimaldi, J. C. , Gurney.A.L.. Hillan, K.J. , 

Kljavin.I.J., Mather, J. P., Pan, J.. Paoni.N.F.. Roy.M.A.. 

Stewart, T. A. , Tumas.D., Williams, P.M. and Wood, W.I. 

Secreted and transmembrane polypeptides and nucleic acids encoding 

the same 

Patent: US 6664376-A 340 16-DEC-2003; 
Genentech, Inc.; South San Francisco, CA 



FEATURES 

source 



Location/Qualif iere 
1. .1572 

/organism-"unknown" 
/mol_type- "genomic DNA" 



Query Match 100.0%; Score 957; DB 6; Length 1572; 

Best Local Similarity 100.0%; Pred. No. 3.4e-201; 

Matches 957; Conservative 0; Mismatches 0; Indels 0; 



Gaps 



Oy 


1 


Db 


81 


Oy 


61 


Db 


141 


Oy 


121 


Db 


201 


Oy 


181 


Db 


261 


Oy 


241 


Db 


321 


Oy 


301 


Db 


381 


Oy 


361 


Db 


441 


Oy 


421 


Db 


501 


oy 


481 


Db 


561 


oy 


541 


Db 


621 


oy 


601 


Db 


681 


Oy 


661 


Db 


741 



lilllllllllllllllllllllllllllllllllllllllllllllllllllllllll 



Ml III III III llllll I II I III III III III Ml I MM II III III III llllll 



1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

\TATCTTGAAAATTTCAGAGGATGAGCGC 



1 1 1 1 1 [ 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ 1 1 riii 



iCAGTAAAGGAGACTTGGACCAAACACTGTGACAAAGCAGAGTTCTTC 

IIIMIIMIIIIMIIIIIIIMIIIIIMII IMIIMM II llllll IIIIIMII 



1 1 1 1 1 1 1 1 ) 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 { 1 1 1 J 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 II 



IIIMIMMIIMIMIMMMIMMIIMIMIMM Ml III Ml III III I II 

ATGATGAGAAAAGCTTACAAATAOGC C ' rriG ATAAGTATAGAGACCAATACAACTGGTTC 



421 TTCCTTGCACG<XCaVCTAC G " r TroCTATCATTGAAAACCT 

I MMM III Ml Ml I II MM llllll II 1 1 II MM llllll MMII Mill 



II I Ml llllll llllll I II I llllll III III I M I MMM Ml Ml Ml III I II 



M I Ml III MIMMill III llllll IIIIIM Mill I MMM III Ml III I II 



1 1 ) 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 iiiiij 1 1 r 1 1 1 1 1 f 1 1 ^ 1 1 1 1 1 



I i 1 1 1 i 1 1 1 1 f I L 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 E 4 1 1 1 L J 1 1 1 1 1 1 1 1 1 1 4 1 1 1 1 



Qy 721 GATGGAAAAGATGT ATTT AAT A CCAAAT CTGTTGGG CTTT CT ATT AAAGAGG CAA TGA CT 780 

IIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIMIIMIIIIMinilHIIMi 

Db 801 GATGGAAAAGATGT ATTT AATACCAAATCTGTTGGG CTTT CT ATT AAAG 860 

Qy 781 TATCACCCCAACCAGGTAGTAGAAGGCTGTTCTTCAGATATt^ 840 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 

Db 861 T AT CA CCCCAA CCAGGT AGT AGAAGG CTGTTGTT CAGAT ATGG CTGTT A CTTTT AA TGGA 920 

Qy B41 CTGACTCCAAATCAGATG CA TGTGATGA TGTATGC3GGT A T ACCGCCTT AGGG CATTTGGG 900 

MMMMIIMMIMM Mill IIIIIIMIMIIIIIMIIIIIIIIIIMIII Ml 

Db 921 CTGACTCCAAATCAGATGCATGTGATGATGTATGGGGTATACCGCCITAGGG CATTTGGG 980 

Qy 901 CATATTTTCAATGATGCATTG G 'I'l T TCT TAOCT CCAAATGO ITC1 UACAATGACTGA 957 

Ml MM MM MM IMMMMIMMM MIIMMMMMMMIMI II 

Db 981 CATATTTTCAATGATGCATTGGTTTTCTTACCTCCA^ 1037 



RESULT 14 
AR473263 
LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 

REFERENCE 
AUTHORS 



FEATURES 

source 



linear PAT 20-FEB-2004 



AR473263 1572 bp DNA 

Sequence 340 from patent US 6686451. 
AR473263 

AR473263.1 GI:42708638 

Unknown. 

Unknown. 

Unclassified. 

1 (bases 1 to 1572) 

Desnoyers , L . , Goddard.A., Godowski , P . J . , Gurney.A.L., Mather. J. P., 
Williams, P.M. and Wood. W.I. 

Secreted and transmembrane polypeptides and nucleic acids encoding 
the same 

Patent: US 6686451-A 340 03-FEB-2004; 
Genentech, Inc.; South San Francisco, CA 
Location/Qualif iera 

1. .1S72 

/organi em- "unknown" 
/mol_type- "genomic DNA" 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 6; Length 1572; 
Pred. No. 2.4e-201; 

Mismatches 0; Indels 0; 



Oy 


l 


Db 


81 


Oy 


61 


Db 


141 


Oy 


121 


Db 


201 



M 1 1 1 1 1 1 1 1 II 1 1 1 H I M 1 1 M 1 1 1 M 1 1 1 1 1 ) 1 1 1 M II 1 1 II I tl 1 1 1 1 1 M 1 1 1 1 

ATOCTTTCTCAAAGCAOCTC CrrrnU AAOQGTGTCATCCTTQGA 140 



IIIIIII IIIIIIIIIIIIIMMIIIIIIIIIIIIIIIIMIIIMM I II Mllllll 



IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIII 

\TATCTTCAAAATTTCAGAGGATGAGCGC 260 



Oy 


1S1 


Db 


261 


Oy 


241 


Db 


321 


Oy 


301 


Db 


381 


Oy 


361 


Db 


441 


Oy 


421 


Db 


501 


Oy 


4S1 


Db 


561 


Oy 


541 


Db 


621 


Qy 


601 


Db 


681 


oy 


661 


Db 


■741 


Oy 


721 


Db 


B01 


Oy 


701 


Db 


861 


Oy 


841 


Db 


921 


Oy 


901 


Db 


981 



iiiiiiiiiiiiiiiiiiiiiiiiiiii iiniiiiiiiini if 



MINI 



rTAAAGGAGACTTGGACXAAACACTGTGACAAAGCAGA^^ 300 

nun iiiiimmiiiiiii iniitiiiiiiiiiii 

: 380 



mini iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniii 



lllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 



1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Ml 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



llllllllllll MM llillllllllllllll MM III MM Mill Mill MUM 



VTTGTCTTAAGTGTAGAATCAATGAAAAGACTTAACAGCCTT 600 

1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 M I M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ) M 1 1 1 1 1 1 1 1 i 1 1 1 M 1 1 II I 



MIMIIIMMIMMIIIIMIIIIIIIIII MIIIMIIIMIIIIIIIIIIIIIII 



MIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII1IMINIIIIIIIIIIIII 



lllllllllll II I M III IMMMM Ml M Mi 1 1 1 1 1 1 1 1 1 1 1 U 1 1 i 1 1 M 1 1 1 



TATGGCTGTTACTTTTAATGGA 840 

IIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIMIIIIIMIIIIMIIIIIIIIIII 

861 TA TCA CCCCAACCAGGT ACT AGAAGG CTGTTGTTCAGA T A TGG CTGTTA CTTTT AATGGA 920 



IIIIIIIIIIIMIMIMIIIIIIIMMIIIMMIM IMMIIMMIMIIMM 



1 1 1 1 - 1 1 1 IIMMMMMMIIMIIIMM IIIIIMIIIIIMIMMMIII 

CATATTTTCAATGATGCATTG G TTTTCTTACCTCCAAATGGTTCTGACAATGACTGA 1037 



RESULT 15 
AR527249 

LOCUS AR527249 1572 bp DM 

DEFINITION Sequence 340 from patent US 6723S3S. 



linear PAT 08-OCT-2004 



ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 

REFERENCE 
AUTHORS 



TITLE 
JOURNAL 
FEATURES 



ARS2724 9 
AR527249.1 



QI =53914166 



Unknown. 

Unknown. 

Unclassified. 

1 (bases 1 to 1572) 

Ashkenaii.A. , Botstein.D.. Deenoyers, L. , Eaton, D.L.. Ferrara.N., 
Filvarof £,E. , Fong,S., Gao,W.-Q., Gerber.H.. Gerritsen, M. B . , 
Goddard.A., Godowski , P. J. , Grimaldi , J.C. . Gurney.A.L.. Hillan.K.J., 
Kljavin, I . J. . Mather, J. P., Pan. J.. Paoni.N.F., Roy.M.A., 
Stewart. T. A. , Tunas, D., Williams, P.M. and Wood.W.i. 
Secreted and transmembrane polypeptides and nucleic acids encoding 
the same 

Patent: US 6723 535 -A 340 20-APR-2004; 
Genenteeh, Inc.; South San Francisco, CA 

Location/ Qualifiers 

1. .1572 

/organism- "unknown" 
/n»l_type- "genomic DNA" 



Query Match 100.0%; Score 957; D3 6; Length 1572; 

Best Local Similarity 100.0%; Pred. No. 3.4e-201; 

Matches 957; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

ATOCTTrCTGAAAGCA0CTC CTnTIl» AAGGOTGTOATC 60 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 IMJIIMI 1 1 1 1 1 1 M 1 1 ! M 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 

ATGn i i CTGAAAGCAGCTCX 1 1 l"l iGAAGGGTGTGATGCTTGGAAGCATriTL J IXi'lGCT 140 

TTGAT CA CTATGCTAGGA CA CATT AGGATTGGT CATGGAAATAGAATG CA CCACCATGAG 120 
llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
TTGAT CA CTATGCTAGGA CA CATT AGGA TTGGT CATGGAAATAGAATG CA CCACCATGAG 200 

CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTT 180 

1 1 M J 9 J 1 1 S 1 1 1 1 1 1 1 1 1 ( 1 1 1 1 1 f 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 } 1 1 1 f 1 1 

CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTTC^ 260 

ATGGAGCTCAGTAAGAGCTTTCGAGTATACTCTATTATCCT^ 240 
IIMIIIIIIIII lllllllllllllllllllllllllilllllllllllllllllllll 
ATGGAGCTCAGTAAGAGCTTTCGAGTATACIXn'ATTATCCTTCT 320 

AGTCTTTGGGCTG CACTAAAC<^3ACTTC^CCAAACACTGTGAC^ 300 

II III Ml M Ml MIIMIIIIIIIIIIIIIIIIIMIIIIMIIIIIIIIIIMIIII 

AGTCTTTGGGCTG CAGTAAAGGAGACTTGGACCAAACACTGTGACAAAGCACJUjTTCTTC 380 
AGTTCTGAAAATGTTAAA G TGTTT G ACTCAATTAATATC^ 360 

Mill III Mill I Ml II III III Mill 1 1 MM III III II I M I II III III III I 

AGTTCTGAAAATGTTAAAGTGTTTGAGTOVATTAATAT^^ 440 
ATGATGAGAAAAG CTTA CAAAT A OG CCTTTGAT AAGT AT AGAGAC CAA T A CAACTGGTT C 420 

II III llllllllllll llllllllll Mlllllllll MM llllllll llllllllll 

ATGA TGAGAAAAG CTTA CAAA T ACG CCTTTGA T AAGT A T AGAGA C CAATA CAACTGGTT C 500 



lllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 



oy 


l 


Db 


81 


oy 


61 


Db 


141 


Oy 


121 


Db 


201 


Oy 


161 


Db 


261 


Oy 


241 


Db 


321 


Oy 


301 


Db 


381 


Oy 


361 


Db 


441 


oy 


421 


Db 


501 



Oy 


481 


Db 


561 


Oy 


541 


Db 


621 


Oy 


601 


Db 


681 


Oy 


661 


Db 


741 


Oy 


721 


Db 


801 


Oy 


781 


Db 


861 


Oy 


841 


Db 


921 


Oy 


901 


Db 


981 



llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 



III IMMMIMMMMMMMMMIIMIM MMIMIIMI MIMMMIM 



llllll 



IIIIIIMIIIIIIIIIIIIIIIIIfllllllllllllllliillllll 



iiiiiiiiiiiiiiiimmiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 



iimiiiiiiimmiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiii 



HMiiimiiiiiiiiiiimiiiiiiiiiiiiimiiiiiiiiiiiiiiiiiiii 



Miiiiiiiimiiiiiiiiiiiiiiiiiiiiimiiiiiiiiiiiiiiiiiiniii 



1 1 1 1 j 1 1 1 1 1 1 1 1 F 1 1 1 1 1 1 1 1 [ I [ 1 1 1 1 1 1 ! | ] | j 1 1 1 1 1 1 1 1 1 I 



RESULT 16 

AR5662B2 

LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 



ORGANISM 

REFERENCE 
AUTHORS 
TITLE 



AR566282 1572 bp DNA linear PAT 08-OCT-2004 

Sequence 340 from patent US 6767995. 

AR566282 

AR566282.1 GI:53983192 

Unknown. 

Unknown. 

Unclassified. 

1 (bases 1 to 1572) 

Deenoyers. L.. Goddard.A., Godowski, P.J. , Gurney.A.L. and Wood, H.I. 
Secreted and transaedarane polypeptides and nucleic acids encoding 
the same 

Patent: US 676799S-A 340 27-JUL-2004; 
Genenteeh. Inc.; South San Francisco. CA 
Location/Qualifiers 

1. .1572 

/organi so- "unknown" 
/mol_type- "genomic DNA" 



Score 957; 08 6; Length 1572; 



Best Local Similarity 100.0%; Pred. No. 3.4e-201; 
Matches 957; Conservative 0; Mismatches 0; Indels 



Oy 


l 


Db 


Bl 


Oy 


61 


Db 


141 


Oy 


121 


Db 


201 


Oy 


181 


Db 


261 


Oy 


241 


Db 


321 


oy 


301 


Db 


381 


Oy 


361 


Db 


441 


Oy 


421 


Db 


501 


Oy 


481 


Db 


561 


Oy 


541 


Db 


621 


Oy 


601 


Db 


681 


Oy 


661 


Db 


741 


Oy 


721 


Db 


801 


Oy 


7B1 



1 1 1 1 1 li 1 1 1 1 1 1 1 1 1 1 1 1 1 LLLLLL ' 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

ATGCTTGGAAGCATTTTCTGTGt 



iiiiiiiiiiiiiiiiiiiiiMmiiitiiiiiiiimiiiiimiiimim 



IIMIIIIIIIII IIIIIIIIMIMIII IMMMIMIMIIIIIIIIIIIMIIII 



iiiiiiiiiiiiiiiiiiiiiiimiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii 



iiiiiiiiiiiiiiiiiiiiimiiiiiiiimiiiiiiiiiiiMiimiiiiiii 

\CTTGGACCAAACACTGTGACAAAGCAGAGTTCTTC 380 



MMMIMIIIIIIMIIIMMIIMIIMMIIIMIMMIIIIMIMMMM 



M IMIMMMMIMMMI III Ml II I II Ililll MMM II I Mill Mill 



M III IMIIIM MIMMII III Ml Mill MMII III Mill I Mill MUM 



Mill III III III Mill III III Ml II I llllllll III llillllllllllllll 



III Mill IIIIIIIIIIIIIIIIIIIIMIII MMMIIMMIMMIMIMI 



lllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 



IIMIIIIIIMMMMIIMMIIIMMIIMIIIIIMMIIII Mill MMM 



lllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 

TATTAAAGAGGCAATGACT 
VTATGGCTGTTACTTTTAATGGA 

Mill MMM III Mill Ml III MMM Mill III III III Mill MMII III 



780 
860 
840 







Db 


861 


Qy 


841 


Db 


931 


oy 


901 


Db 


9B1 



861 TAT CA CCCCAA CCAGGTAGTAGAAGG CTGTTGTTCAGA TA TGG CTGTT ACTTTTAATGGA 920 
CTGACTCCAAAT CAGA TG CATGTCATGATGTATGGGGTATACCGCCTrAGGGCATTTGGG 900 

lllllllltllllllllllllltllllllllllllllllllltlllllllllllllllll 



lllllitllllllllllllllilllllt 



lltllllltllllllllllilllllltll 

rACCTCCAAATGGTTCT G ACAATGACTGA 1037 



RESULT 17 
AR593300 
LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



AUTHORS 
TITLE 



AR593300 1572 bp DNA linear PAT 15-DEC-2004 

Sequence 340 from patent US 68063S2. 
ARS 92300 

AR592300.1 01:56640873 

Unknown. 

Unknown. 

Unclassified. 

1 (bases 1 to 1572) 

Desnoyers.L.. Goddard.A., Godowsk i . P . J . . Gurney.A.L. and Wood, W.I. 
Secreted and transmembrane polypeptides and nucleic acids encoding 
the same 

Patent: US 6806352-A 340 19-OCT-2004; 
Genentech, Inc.; South San Francisco, CA 
Loca t i on/ Qua 1 i f iers 

1. .1572 

/o rgan i am- " unknown ■ 
/mol_type» "genomic DNA" 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 6; Length 1573; 
Pred. No. 3.4e-201; 

Mismatches 0; Indels 0; 



oy 


1 


Db 


81 


Oy 


61 


Db 


141 


Oy 


121 


Db 


201 


Oy 


181 


Db 


261 


Oy 


241 


Db 


321 



tiiitiiiiinii mm iiini! mum m 



1 1 1 1 1 1 r 1 1 1 1 1 1 j i r 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 • 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 f 1 1 1 1 1 1 1 1 1 



1 1 s 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 M 1 1 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 . 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 ( 1 1 

TrAAAGGAGACTTGGACCAAACACTGTGACAAACCACA G TT C TTC 380 



Oy 


301 


Db 


381 


Qy 


361 


Db 


441 


Qy 


421 


Db 


501 


Qy 


4B1 


Db 


561 


Qy 


S41 


Db 


621 


Oy 


601 


Db 


681 


Oy 


661 


Db 


741 


Oy 


721 


Db 


601 


Oy 


781 






oy 


841 


Db 


921 


Qy 


901 


Db 


961 



flllllllllllillllllllllllllllllllllllllllllllllllllllllllll 



i m in ii i mil iii in tn i ii i urn i mil i m ii i mn mmn 



i ti 1 1 ii 1 1 1 1 r 1 1 1 r 1 1 m i m 1 1 1 1 1 1 1 1 j 1 1 n r 1 1 1 1 1 1 1 1 ii ii 1 1 r i r 1 1 1 1 1 



i m mm ii in i ii i ii Mini i ii iiimi in nun mn i ii i mi 

AAGCATCCATCACAO CU 1 1 C TATCTAGOCCACACTATAAAATCTGGAGACCTTGAATAT 
GTGGGTATGGAAGGAGGAATTGTCTTAAGTCTAGAATCAATCAA 

i ii i inin ii i ii 1 1! iiiiiiiiiiiimiiiiiiiiiiiiiiiiii iiini i 



1 1 1 1 1 1 1 j i i 1 1 1 1 j 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

*TCATTTGGAACATATCTGAAGAT 



llllllllllllllllllllllllllimillllllllllllllllllllllllllll 



I II III I II III I II MMM I III Mill I llllllll I II I III II I IMMIII 1 1 



miiiiiiiiiiiiiiiii mm 



iiiiiiiiiiimiiiiimiiiii 

ATATGGCTGTTACTTTTAATGGA 



1 1 1 M M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



lllllllllllllllllllllllllll 



miiiiiiiiiiiiiiiiiiiiiimi 

TACCTCCAAATGGTTCTGACAATGACTGA 1037 



RESULT 18 

AR604S74 

LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 



ORGANISM 



AR604574 1572 bp DNA 

Sequence 340 from patent US 6818449. 
AR604574 

AR604574.1 GI:S6655589 

Unknown . 

Unknown. 

Unclassified. 

1 (bases 1 to 1572) 

Fong.S., Goddard.A., Godowski, P. J. , Gurney.A.L. 



linear PAT 15-DEC-2004 



and Wood, W.I. 



Secreted and transmembrane polypeptides and nucleic acids encoding 
the same 

Patent: US 6818449-A 340 16-NOV-2004 ; 
Genentech, Inc.; South San Francisco, CA 
Location/Qualifiers 
1. .1572 

/ o rga n i s m- • u nknown ■ 
/moltype- "genomic DNA" 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 6; Length 1572; 
Pred. No. 3.4e-201; 

Mismatches 0; Indels 0; 



Oy 


1 


Db 


81 


oy 


61 


Db 


141 


Oy 


121 


Db 


201 


Qy 


161 


Db 


261 


oy 


241 


Db 


321 


Oy 


301 


Db 


381 


Qy 


361 


Db 


441 


Qy 


421 


Db 


501 


Qy 


481 


Db 


561 


oy 


S41 


Db 


621 


oy 


601 


Db 


681 



ATGCTTTCTGAAAGCAG CTCCTTTTTGAAGGGTGTGATGCTTGGAAGC^TTTTCTGTGCT 60 

1 1 1 j 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 r i r 1 1 1 1 1 1 1 j 1 1 1 j 1 1 1 1 c 1 1 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 L I 



j 1 1 1 1 1 f 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



imimiiimimi iiiimiiiiiiiiiiiiiimimmmmii 



iiiiimiiiiiiimiimiiiiiiiiiiiiiimimiiiiimmiiii 

\CTTGGACCAAACACTGTGACAAAGCAGAGTTCTTC 



1 1 1 1 1 1 r 1 1 1 1 F i 1 1 1 1 ( F 1 1 1 i 1 1 1 1 1 1 1 1 1 1 j F 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



MMIIIMIIMMIIMMIMIMIIIIIMIIMIIIM IIMMIII III III I 



1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 M 1 1 1 1 1 r 1 1 1 1 1 » 1 1 1 1 1 1 



iimiiiiiiiimimiiiiiiiimiimiiiimiiiiiiiiiimiii 



1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 • 1 1 1 1 1 1 1 1 



lilllllllillilllllllllll 

XTGATTTGGAAGATATCTGAAGAT 740 



Qy 


661 


Db 


741 


Qy 


721 


Db 


801 


Qy 


781 


Db 


861 


Qy 


841 


Db 


921 


Qy 


901 


Db 


981 



iimiiiimiiiiiiiiiiiiiiiiiiiimiiiiiiiiiiiiiiiiimiiiii 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



1 1 1 m 1 1 n 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 h i 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

ATATGGCTGTTACTTTTAATGGA 920 



1 1 1 L I J 1 1 1 1 1 1 1 1 1 f 1 1 i 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



iiiiiiiiiiiimmiiiiiiiiiiiiiiiiimiiiiiiiiiimiiiiii 



RESULT 19 

AR605160 

LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



AUTHORS 
TITLE 



linear PAT 15 -DEC- 2004 



AR605160 1572 bp DNA 

Sequence 340 from patent US 6B18746. 
AR60S160 

AR605160.1 GI: 56656674 

Unknown. 

Unknown. 

Unclassified. 

1 (bases 1 to 1572) 

Goddard.A., Godowski , P.J. , Gurney.A.L., Desnoyers.L. and Wood. W.I. 
Secreted and transmembrane polypeptides and nucleic acids encoding 
the same 

Patent: US 6B1B746-A 340 16-NOV-2004; 
Genentech, Inc.; South San Francisco, CA 

Location/Qualifiers 

1. .1572 

/ o rgan i sm- " unknown" 
/mol_type- "genomic DNA" 



Query Match 100.0%; Score 957; DB 6; Length 1572; 

Beat Local Similarity 100.0%; Pred. No. 3.4e-201; 

Matches 957; Conservative 0; Mismatches 0; Indels 0; Gaps 0 
ATGci 1 1 CTGAAAGCAGCTCX J 1 1 1 1 GAAGGGTGTGA TGCTTGGAAGCA n T T l_TG I tJCT 60 

IIIIIIIIIIIIIIMMIIIIIIIMIIIMIIMIIIIMIIII MIIMMMII II 



i ii mi m ii iii i ii i ii mi ii i iii ii mill iii i iii mn i imnii 



121 CAT^TCACCTACAAGCTCCTAACAAAGAAGATATCrTGAAAATTTCAGAGGATGAGCGC 180 



Qy 


i 


Db 


81 


Qy 


61 


Db 


141 


oy 


121 



Db 


201 


Oy 


181 


Db 


261 


Oy 


241 


Db 


321 


Oy 


301 


Db 


381 


Oy 


361 


Db 


441 


oy 


421 


Db 


501 


oy 


481 


Db 


561 


Oy 


541 


Db 


621 


Oy 


601 


Db 


681 


Oy 


661 


Db 


741 


Oy 


721 


Db 


801 


Oy 


781 


Db 


B61 


Oy 


841 


Db 


921 


Oy 


901 


Db 


981 



iiiiiiiiiiiiiiiiiiiiiimiiiiiimiiiiMiiMiiiiiiiiiiiiiii 



MMIMIIIMIIIMIMIIMMMIIIMMIIIMIMIIIMMIMIIMI 



111 II III INI III II MINI I 



MUM III III Mill I II III Ml III III I 

iCTTGGACCAAACACTGTGACAAAG CAGAGTTCTTC 



I i 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 f I i 1 1 1 1 1 1 i 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



III IMMIIII Mill III I Mill IMMIIII IMIMM Ml Ml III III MM 



I M 1 1 1 1 1 1 1 1 1 II MIMI I II Ml Ml IIMM III Ml Ml Ml IMMMMM I 



1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 E 1 1 1 1 1 1 1 1 1 



1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 • j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



IIMMMMMIMMMMIMMMMMMMMMMMMMIIIIMI MM 



IIMM Ml III II I II I Ml II IIMM III III Mill III MIMIMMMMM 



1 1 M 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 II 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

r ATTAAAGAGG CAATGACT 



I I I I I I I I I I I I 1 I I I I I I I I I I I I 



1 1 1 1 1 1 1 i f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

ATATGGCTGTTACTTTTAATGGA 



1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 



r 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ) 1 1 1 1 1 1 1 1 



AR613B25 
LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 

REFERENCE 
AUTHORS 

TITLE 
JOURNAL 



linear PAT 1S-DEC-2004 



AR613S2S 1572 bp DNA 

Sequence 340 from patent US 682B146. 
AR61382S 

AR613825.1 GI:56669867 

Unknown. 

Unknown. 

Unclassified. 

1 (bases 1 to 1572) 

Deanoyers.L. , Goddard.A.. Godowski.P. J. , Gurney.A.L., Hillan.K.J. 
and Wood, W.I. 

Nucleic acid encoding PR0229 polypeptides 
Patent: US 682S14S-A 340 07 - DEC- 2004 ; 
Genentech. Inc.; South Sen Francisco, CA; 
WOX; 

Location/Qualifiers 
1. .1S72 

/organism- "unknown" 
/mo l_type-" genomic DNA" 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 6; Length 1572; 
Pred. No. 3.4e-201; 

Mismatches 0; Indels 0 



Oy 


l 


Db 


81 


oy 


61 


Db 


141 


oy 


121 


Db 


201 


oy 


181 


Db 


261 


Oy 


241 


Db 


321 


Oy 


301 


Db 


381 


oy 


361 


Db 


441 


Oy 


421 


Db 


501 



III Ml III Mill I Mill IMMMMMMIMM Mill I Mill MIMI III II 



M 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II I M 1 1 1 1 1 1 1 1 1 1 M 1 1! M 1 1 1 1 M M M 1 1 1 



MMMIMMMMMIMMMMMMIMIMM IMIMMMMMMMMM 



iiimiiii 



MINIUM 



1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 M 1 1 1 1 II 1 1 1 1 1 M 1 1 r 1 1 1 1 1 II 1 1 



G CAGTAAAGGAGACTTGGACCAAACACTGTGACAAAGCAGAGTTCTTC 300 

II 1 1 M II 1 1 1 1 II I II I M 1 1 M I M 1 1 II 1 1 1 II 1 1 1 1 1 1 II II I 



IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIII 



llllllllllilllllllllllllllllllllllllllllllllllllllllllllllll 



MMMMIMIMIMMMIMMMMMIMMIMMIMM IMIMIIMM I 



oy 


481 


Db 


561 


Oy 


541 


Db 


621 


Oy 


601 


Db 


681 


oy 


661 


Db 


741 


oy 


721 


Db 


801 


Oy 


781 


Db 


861 


Oy 


841 


Db 


921 


Oy 


901 


Db 


981 



IMIMMMIMMMMMIMMMMIIIIMM lllllll MMIMIIMMM 



GTGGGT A TGGAAGGAGGAA TTGT CTT AAGTGT AGAAT CAA TGAAAAGA CTTAA CAG CCTT 600 

1 1 1 J 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ) 1 1 1 1 



MMMMIMMIMMIMMMMMIMMIIIIMIII MMMMMIIIIIII 



MIMMMMMMMMMMIMIMMMIMM IMMMMMMIMMIMI 



MMMIIIIMIIMMI III Ml III III Ml llllllll III I r I II M 1 11 1 II M 



Ml III MMMIIMM Ml II 



IMMIMMIMIMM MIIMIMIMMIMI 

ATATGGCTGTTACTTTTAATGGA 920 



IIMMMMMMMIMIMM Mill I Mill III Ml IMIIMII IMIMM M 



MMMMMMMMMMMMMIMMMMMIMIMMMMIMIMM 



RESULT 21 
AR635996 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 
TITLE 



AR635996 1572 bp DNA linear PAT 14-FEB-2005 

Sequence 340 from patent US 68S2848. 

AR635996 

AR635996.1 GI:59795656 

Unknown. 

Unknown. 

Unclassified. 

1 (bases 1 to 1S72) 

Goddard.A.. Gurney.A.L. and Wood. W.I. 

Secreted and transmembrane polypeptides and nucleic acids encoding 
the same 

Patent: US 6852848 -A 340 0B-FEB-200S; 
Genentech, Inc.; South San Francisco, CA 

Location/Oualif iers 

1. .1572 

/organi ia> "unknown" 
/raol_type- "genomic DNA" 



100.0%; Score 957; DB 6; Length 1572; 



Best Local Similarity 100.0%; Pred. No. 3.4e-201; 
Matches 957; Conservative 0; Mismatches 0; Indels 



Oy 


i 


Db 


Bl 


Oy 


61 


Db 


141 


oy 


121 


Db 


201 


oy 


181 


Db 


261 


Oy 


241 


Db 


321 


oy 


301 


Db 


381 


Oy 


361 


Db 


441 


oy 


421 


Db 


501 


oy 


481 


Db 


S61 


Oy 


541 


Db 


621 


Oy 


601 


Db 


681 


Oy 


661 


Db 


741 


Oy 


721 


Db 


801 


oy 


791 



lllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 

^TGCTTGGAAGOVTTTTCTGTGC 



MMMiMIM Ml II I II IIMM IIMM IMMI IM II I II MM M III 111 : 



1 1 1 1 M 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M M 1 1 1 M 1 1 1 I M 1 1 1 



Mill MMIIMIMM III llllllll IMMI IIMM III III II III I II Ml I 



Mill IMMMIIMM III MIIIMMIIMMIIMIIIIIIMIMIIIIMM 



Mill IIIMiillllll III MIMMMMIMM IMMMIMM 



IIIIIIMMMM IMMMMIMIMMMMIMMIMMMMMMIMI 



IIIIIIIIIIMIIIIIIIIIIIIIIIIIMIIMIII IM III III II I M MIMM 



1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ^ f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 



MIMIMIMIIIIIIIIIMMIIMIIMIIIIIIIIIIIIIIIIM Mill I 



MMIMMMIMIMIMIIMMIMM 



ATGATTTGGAAGAT AT CTGAAGA T 

III MMMIMIM III Mill MM 



MIMMM IIMIIIMIIMIMIIIIIIIMIIIIMIIIIIIIIIMIIIIIM 



IMIIMMIIMIMIIMIMMMMIMIMMIIIMMIIMIMIIIIIMI 

TATTAAAGAGG CAATGACT 



MIMMIMMMMMIMMMMMIMIMMMIIMMMIMMMIMM 



Db 


861 


Oy 


641 


Db 


921 


Oy 


901 


Db 


981 



861 TATCACCCCAACCAGGTAt 



iATATGG CTGTTACTTTTAATOGA 920 



lllllllilllitilllllllllllflllllllllillllllltllllllllllllllll 



iiiini 



lllllitlllllll 



TCTTACCTCCAAATGGTTCTGACAATGACTGiA 957 

llllllllll III I II I II 111 III IM 

TCTTA CCT CCAAATGGTT CTGACAATGA CTGA 1037 



RESULT 22 
AR65072S 
LOCUS 

DEFINITION 
ACCESSION 
VERSION 



SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 



AR6S072S 1572 bp DNA 

Sequence 340 from patent US 6876607. 
AR65072S 

AR650725.1 GI : 62794616 

Unknown. 
Unknown. 
Unclassified. 
1 (baaea 1 to 1572) 

Deanoyers, L. , Goddard.A., Godowski , P. J . , Gurney.A.L., 
and Wood, W.I. 

Secreted and transmembrane polypeptides and nucleic acids encoding 
the same 

Patent: US 6878807-A 340 12-APR-200S; 
Genentech, Inc.; South San Francisco, CA 

Location/Qualifiers 

1. .1572 

/organi am- ■ unknown" 
/mol_type- "genomic DNA" 



linear PAT 20-AFR-2005 



lan, K.J. 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 6; Length 1572; 
Pred. No. 3.4e-201; 

Mismatches 0; Indels 0; 



Oy 


1 


Db 


81 


Qy 


61 


Db 


141 


oy 


121 


Db 


201 


oy 


181 


Db 


261 


Oy 


241 


Db 


321 



illlHIIIIIIIIIIIIIIIIIIIIIIIIIIIilllllillllllllllllllllllll 



iiiiiiiiiiiiiiiiiiiimnininimiiiiiiimniiiiimimi 



IIIIIIIMIIIIIItllllltlllNllilllKIIIIIIIIIIIIIIIIIIIIIIIII 



llllllllllllllllilllllllllilllltlllllllllllllMllllllltlllll 



inn m 1 1 1 r 1 1 1 1 j 1 1 1 1 1 1 1 1 1 ii j niiinin 



Oy 


301 


Db 


381 


Oy 


361 


Db 


441 


oy 


421 


Db 


501 


Oy 


461 


Db 


561 


Oy 


541 


Db 


621 


Oy 


601 


Db 


681 


Oy 


661 


Db 


741 


Oy 


721 


Db 


801 


Oy 


781 


Db 


861 


Oy 


841 


Db 


921 


Oy 


901 


Db 


981 



mi i ii in in in 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 in linn ii in niiiiini 



niniiiiiiiiniiiinininininiiiiniiiiiiiiinniinin 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



iiiiiniiiiiiiiiininiiiiiiiiiiiiiiiiiiiiiiiiniiiiiiiiii 



mi in i n i ii i ii i n i n i iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiintiii 



iiiininiinniiiiiiiiiiiiiniiiniiiiiiiiiiniiiiiiiiiiiii 

VTGATTTGGAAGATATCTGAAGAT 740 



I llllll III I IMII I II MM IIIIIMIMII III III III I III II IN I III III 



MM I II I III II I M III I Ml IMIM III IIIIIIIIMMIII I II I IIMM III 



Mill I II III I III III IIMM III III III III III MUM I III II I III III 



I M 1 1 1 1 1 1 1 1 H 1 1 1 1 1 N I N 1 1 1 1 1 1 1 11 1 1 1 1 1 1 1 1 1 1 H N 1 1 N 1 1 1 1 f i i I II 



^TGGTTCTGACAATGACTGA 957 
lllllllllllllllllllllllllllllinillllllllllllllllllllllll 
CATATTTTCAATGATGCATTGGTTTTCTTACXTCX^AATGGTTCTGACA 103 7 



RESULT 23 
AR657666 
LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 

REFERENCE 



AR657666 1572 bp Dl 

Sequence 340 from patent US 6894148. 
AR657666 

AR6S7666.1 GI:67591108 

Unknown. 

Unknown . 

Unclassified. 

1 (bases 1 to 1572) 



linear PAT 13-JUN-2005 



AUTHORS Goddard.A.. Godowaki , P. J . , Gurney.A.L., Wood, W.I. and Fong.S. 
TITLE Secreted and transmembrane polypeptide* and nucleic acids encoding 

the same 

JOURNAL Patent: US 6894148 -A 340 17-MAY-200S; 

Genentech, Inc.; South San Francisco, CA 
FEATURES Location/Qualifiers 
source 1. .1572 

/organism- "unknown" 
/mol type- "genomic DNA" 

ORIGIN 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 6; Length 1572; 
Pred. No. 3.4e-20l ; 

Mismatches 0; Indels 0; 



Oy 


l 


Db 


81 


Oy 


61 


Db 


141 


Oy 


121 


Db 


201 


Oy 


181 


Db 


261 


oy 


241 


Db 


321 


oy 


301 


Db 


381 


oy 


361 


Db 


441 


oy 


421 


Db 


501 


oy 


481 


Db 


561 


oy 


541 


Db 


621 


oy 


601 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



I r 1 1 1 f 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 



iiiiiiiiiiniiiiiiiiiiiiimimiiiiiiiimiiiiiiiiiiniiin 



i j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



ilium in i it i ii in i inn niiiiini nun in i ii i nun ii i ii 



1 1 1 f 1 1 1 1 3 1 1 1 1 1 1 1 1 1 1 1 1 1 m r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 



ii i ii i ii i inn i inn in nmiiiii 1 1 1 1 1 1 1 1 1 1 m ii i n i m inn 



MMMMMMMIMIMIMMMMIIMMMMMIMIIMIIMIIIIMM 



1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 i 1 1 IMJJI 1 1 1 1 1 1 1 J I r 1 1 1 1 1 1 1 1 1 i 1 1 MMII 1 1 1 1 1 1 1 



1 1 1 1 r 1 1 1 1 1 1 j 1 1 1 • 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



ii i ii i ii i inn i inn inn mi in 1 1 n i ti i in m inn i m inn 



minimi in in i ii i in in in i minimi m i in inn in i ii 



Db 


681 


Oy 


661 


Db 


741 


Oy 


721 


Db 


801 


Oy 


781 


Db 


861 


Oy 


841 


Db 


921 


Oy 


901 


Db 


981 



681 CT CAA TAT CCCAGAAAAGTGT CCTGAA CAGGGAGGGATGA TTTGGAAGATATCTGAAGAT 740 



MIMM IMIMMMIMMMMIMIMMIMMMMIMM IMIIMM III 



llllll 



1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 i I { 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 f J 1 1 1 1 1 i 1 1 1 1 

■ATTAAAGAGGCAATGACT 860 



HIIIIMIMMM llllll IMMMI 



iATATGG CTGTTA C TTTTAATGGA 840 

iiiiinniiiiiiimiiiiiiii 



llllll IIIIIIIIIIIIIIIIIIIIIIIIIIIMIIMIIIIIIIIIIIII M 1 1 in 



1 1 1 1 1 1 1 1 1 1 1 1 1 



3 CATTGGTTTT LIT ACCT CCAAATGGTT CTGA CAATGA CTGA 957 

iiniiiiiiiiiiiiiiimiiiiiiiniiiiiiiiiii 



RESULT 24 
AX464240 
LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 



AX464240 1572 bp DNA linear PAT 16-JUL-2002 

Sequence 373 from Patent W00140466. 

AX464240 

AX464240.1 GI =21899136 

Homo sapiens (human) 
Homo aapiena 

Eukaryota; Metazoa; Chordata; Craniate; Vertebrate; Euteleostomi ; 
Mammalia; Eutheria; Euarchontoglires; Primates; Catarrhini; 
Hominidae; Homo. 
1 

Baker, K. P., Beresini.M., Deforge.L., Desnoyers . L. , Filvarof f , E . , 
Gao.W.Q. , Gerritsen.M.B., Goddard,A., Godowski. P. J. , Gurney.A.L., 
Sherwood, S. , Smith.V., Stewart , T. A. , Tumas,D., Watanabe, C. K. , 
Wood.W.L. and Zhang. Z. 

Secreted and tranamembrane polypeptides and nucleic acids encoding 

Patent: WO 0140466-A 373 07-JUN-2001; 
Genentech Inc. (US) 

Location/Qualifiers 

1. .1572 

/organiem-"Homo sapiens" 
/mol_type-"unassigned DNA" 
/db_xre f - * taxon : 96 0 6 " 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 6; Length 1572; 
Pred. No. 3.4e-201; 

Mismatches 0; Indels 0 



1 ATGCTrTCTGAAAGCAGCTCCTTTTTGAAGGGTGTGATC 

II IIIIIMM IIMM III MMMIII I II MIIMIMI III MM 



llllllllll 



Dfa 81 ATG l ' l l lClW U^CAGCT CC ' I ' i nHt^ OOOTGTGATGCTTGGAAOCA I l ' l T C T Ci T G CT 140 

Oy 61 TTGATCACTATG CT AGGA CA CATTAGGATTGGT CATGGAAAT AGAATG CA CCACCATGAG 120 

lllilllllflllllilllllllllllllllllllllllllllllillllllllllllll 
Db Ml TTGATCA CTATG CT AGGA CA CATTAGGATTGGfTCATGGAAAT AGAATGCA CCACCATGAG 200 

Oy 121 CATCATCACCTACAAG CTCCTAACAAAGAAGATATCTTGAAAATTTCAGAGGATGACCGC 180 

IMIIII IIIMIIIIIIIIIIIII IIIIIIIIIIIIIIIMIII Mill I 111 III III 

Db 201 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTT^^ 260 

Oy 181 ATGGAG CTCAGTAAGAG CTTT CGAGTATACTGTATTATCC^ 240 

ItllllllllillllllllllMlllllilllllllllllltllllllllllllllllll 
Db 261 ATGGAGCTCAGTAAGAGCTTTOGAGTATACTCTATTATCCTTGTAAAACC^ 320 

Oy 241 AGTCrrrGGGCTGCAGTAAAGGAGACTTGGACCAAA^ 300 

lllltlllllllllllllllllllllllllllllllillllllillllllltllllllll 
Db 321 ACTCTTTGGGCTCCAGTAAAGGAGACTTGGACCAAACACT^ 380 

Oy 301 AGTTCTGAAAATCTTAAAGTGTTTGAGTCAATTAATATGGACACAAATC 360 

MMIM llllllllllllllllll IIMMIMMIIIIIIIIIIIIIIII MIMIII 
Db 381 AGTTCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATGGA 440 

Oy 361 ATGA TGAGAAAAGCTT A CAAAT A CG CCTTTGATAAGTA T AGAGA CCAATACAA CTGGTTC 420 

1 1 1 1 1 1 1 II Ml I II III III IMIMIIIMIMIM III I III II I lllllllll III 

Db 441 ATGATGAGAAAAGCTTACAAATACGCCTTTGATAAGTATACSAG^ 500 

Oy 421 TTCCTTG CAOGCCCCACTACGTTTG CTATCATTGAAAACCTAAAGTATTTTTTGTTAAAA 480 

1 1 IMIIIIII III llllll lilllllll III Ml I Mill I III III IIMMIII III 

Db 501 TTCXTTCCACGCCCCACTA Ctfri^U CrATCATTGAAAACCT 560 

Qy 481 AAGGATC CAT CA CAG CCTTT CT AT CT AGG CCA CACT AT AAAATCTGGAGA CCTTGAAT AT 540 

lllllilfllllllllltllllllllllllllllllllillltlMIIIKIIIIIMII 
Db 561 AAGGAT CCAT CA CAG CCTTT CTAT CTAGG CCA CACT ATAAAATCTGGAGA CCTTGAAT A T 620 

Oy 541 GTGGGTATGGAAGGAGGAATTGTCT IA AjGTGTAGAATCAATGAA 600 

IIIIIIIMMIIIIIIItlllllillllllllMlllllilllllllllllllllllll 

Db 621 GTGGGTATGGAAGGAGGAATTGTCTTAAGTGTAGAATCAATGAAAAGACT CCTT 680 

Oy 601 CTCAATATCCCAGAAAAGTGTCCTGAACAGGGAGGGArGATTTGG 660 

illllllllllllllllllltlllllllllllllllllllllllllllllllllllllll 
Db 681 CTCAATATCCCAGAAAAGTGTCCTGAACAGGGAGGGATGATTTGGAAG^ 740 

Qy 661 AAACAGCTAGCAGTTTG CCTGAAATATGCTGGAGTATTTG CAGAAAATG CAGAAGATG CT 720 

IIIIMMIIIIIIIIIIIIIIIIIIilllllMIIIIIMIIIIIIIIIIIIIIIIIII 
Db 741 AAA CAG CT AG CAGTTTG CCTGAAAT ATG CTGGAGT ATTTG CAGAAAATGCAGAAGATG CT BOO 

Oy 721 GA TGGAAAAGATGT A TTTAATA CCAAAT CTGTTGGG CTTTCT ATT AAAGAGG CAA TGA CT 780 

I I I I I i I ! I I I I I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I II I I 1 I I I I I I I I I I 
Db 801 GATGGAAAAGATGTATTTAATACCAAATCTGTTGC^CTTTCTATTAAAGAGG CAATGACT 860 

Oy 781 T A T CA C CCCAA CCAGGT AGTAGAAGG CTGTTGTT CAGATATGG CTGTT A CTTTT AATGGA 840 

lllllllllilllfillllllllllllllllllllllllllltlllllllllllllllll 

Db 861 TATCACCCCAACCAGCHAGTAGAAGG CTGTTGTT CACATATGGCTGTT^ 920 

Oy 841 CTGACTCCAAATCAGATG CATGTGATGATGTATGGGGTATACCG CCTTAGGGCATTTGGG 900 

IIMIIIMIIIMIIIIIIIIIIMIIMIIIIMIIIIMIII IIIIIIMIIIIIII 

Db 921 CTGACT CCAAA TCAGATG CA TGTGA TGATGTATGGGGT A T A CCG C CTT AGGG CA TTTGGG 980 



901 CATATTTTCAATGATGCATTGGTT 

llllllllllllllllllllllll 
981 CATATTTTCAATGATGCAT 



III 



rACCTCCAAATGGTTCTGACAATGACTGA 957 

lllllllllllllll IIMIIllllllll 

\TGGTTCTGA CAATGA CTGA 1037 



RESULT 25 
AX697749 
LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



TITLE 
JOURNAL 
FEATURES 



AX697749 1572 bp 

Sequence 340 from Patent WO0104311. 
AX697749 

AX697749.1 GI: 29498825 



linear PAT 02-APR-2003 



Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleoatomi; 
Kammalia; Eutheria; Euarchontoglirea; Primates; Catarrhini; 
Horainidae; Homo. 
1 

Aahkenazi.A. J. , Botstein.D., Desnoycrs , L . , Baton, D.L.. Ferrara.N. , 

Filvarof f t B. . Fong.S., Gao.W.Q., Gerber.H., Gerritaen.M.E. , 

Goddard.A. , Godoweki, P. J. , Grimaldi,C. J. . Gurney.A.L.. HilUn.K.J., 

Kljavin.I.J., Mather, J. P., Pan. J., Paoni.N.F., Roy.M.A., 

Stewart, T. A. , Tumas.D.. Will iams, P.M. and Wood, W.I. 

Secreted and transmembrane polypeptides and nucleic acids encoding 

the game 

Patent: WO 01043 11 -A 340 18-JAN-2001; 
Genentech Inc. (US) 

Location/Qualifiers 

1. .1572 

/organism- ■Homo sapiens' 
/mol_type-'unassigned DMA* 
/ db_xre f - ■ taxon : 96 0 6 • 



Query Match 100.0%; Score 957; DB 6; Length 1572; 

Best Local Similarity 100.0%; Pred. No. 3.4e-201; 

Matches 957; Conservative 0; Mismatches 0; Indole 0; Gaps 0; 
Oy 1 ATGCTTTCTGAAAGCAGCTCCTTTTTGAAGGGTGTGATGCTTGGA 60 

iiiiiniiiiiiiiiiiii niiiii iiiiiiiniiiiiMiiiiiiiiiiiiiiHi 

Db 81 ATGCTTTCTGAAAGCAGCTCCTTTTTUAAGGGTGrGATC 140 

Oy 61 TTGATCACTATGCTAGGA(^CATTAGGATTGGTC^TGGAAATAGAATG 120 

lllllllllllllltHlilllllllllllllllllllllllllHIIIIIIIIIIIIII 
Db 141 TTGATCACTATGCTAGGACACATTAGGATTGGTCATGGAAATAGAATGCA 200 

Oy 121 CAT CA T CACCT A CAAG CT CCT AACAAAGAAGATAT CTTGAAAATTT CAGAGGATGAG OG C 180 

IMIIIIIIillllllllllllllllllllllllllllllllllllllllllMIIIIII 
Db 201 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTTCAGAGGATGAGOGC 260 

Oy 181 ATGGAG CT CAGT AAGAG CTTT CGAGT A T ACTGTATT A TCCTTGT AAAA CCCAAAGA TGTG 240 

llllllllimilllHIIIIIIIillllilllllimilllllMIIIIIIHIIII 
Db 261 ATGGAG CTCAGTAAGAGCTTTCGAGTATACTGTATTATCCTTGTAAAACCCAAAGATGTG 320 

Oy 241 AGTCTTTGGGCTG CAGT AAAGGAGACTTGGA CCAAA CACT^ 300 
llll Ill Illllllllllllllilllllllllillllllllll 



Db 321 AGTCTTTGGGCTGCACTAAAGGAGACTTGGACGftAAC^ 380 

Qy 301 AGTTCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATGGAC^ 360 

lllllllllilllllllllllllllllllllllMlllllllltlllllMIIIIIIIII 
Db 381 AGTTCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATGGAC^ 440 

Oy 361 A TGATGAGAAAAG CTT A CAAAT A CG CCTTTGA TAAGT AT AGAGA CCAATA CAA CTGGTT C 420 

iiiiiiiiiiinniiiiiiiiii iiiiii iiiniiiiiiiiiiiiiiiiiniiiii 

Db 441 ATGATGAGAAAAG CTT ACAAATA CG CCTTTGA TAAGTAT AGAGACCAA T ACAA CTGGTT C 500 

Oy 421 TTCCTTG CACG CCCCA CT A CGTTTG CTAT CATTGAAAA CCT AAAGTATTTTTTGTT AAAA 4 80 

llllllllllllllilllllllllllllllllllllllllllllllllllllllllllll 
Db 501 TT CCTIG CACG CCCCA CT A CGTTTG CT ATCATTGAAAACCTAAAGT A TTTTTi U ' i T AAAA 560 

Oy 481 AAGGATCCATCACAG CCTTT CTATCT AGG CCA CACTATAAAATCTGGAG^ 540 

III III IIIIIIIIIIIIMHIIIIIIIIIIIIIIIIIIIIIII III IMIIII III II 
Db 561 AAGGATCCATCACAGCCTTTCTATCTAGGCCACACTATAAAATCTGGAGACCT^^ 620 

Oy 541 GTGGGTA TGGAAGGAGGAATTGT CTT AAGTGT AGAATCAA TGAAAAGA CTT AA CAG CCTT 600 

llllililMllllllltlllllllllllllllllllillllllllillllllllillll 
Db 621 GTGGOTATGGAAGGWGGAATTCTCITAAISTCT 680 

Oy 601 CT CAAT AT C CCAGAAAAGTGT CCTGAACAGGGAGGGA TGATTTGGAAGAT AT CTGAAGAT 660 

IIIIIIIIIIIIIIIMIII llllllllll illllllllllllllllllll III llllll 

Db 681 CTCAATATCCCAGAAAAGTCTrCCTGAACAGGGAGGGATXlATTTGGAAGATATCT 740 

Oy 661 AAACAGCTAGCAGTTTGCCTGAAATATG CTGGAGT ATTTG CAGAAAATG CAGAAGATG CT 720 

IMIMIIIIIIIMMIII IMIIMIIMIIIIMIIIIIIMIIIIII III IM III 

Db 741 AAA CAG CT AG CAGTTTG CCTGAAA TATG CTGGAGT ATTTG CAGAAAATG CAGAAGATG CT 800 

Oy 721 GATGGAAAAGA TGT ATTT AA T ACCAAATCTGTTGGG CTTT CT A TT AAAGAGG CAA TGA CT 780 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 801 GATGGAAAAGATGTATTTAATACCAAATCTGTTGGG CTTTCTATTAAAGAGGCAATGACT B60 

Qy 781 T A T CA CCCCAA CCAGGTAGT AGAAGG CTGTTGTT CAGATA TGG CTGTTA CTTTT AA TGGA 840 

1 1 1 J 1 1 r 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 r 1 1 1 1 1 1 1 j 1 1 1 1 r 1 1 1 1 1 • 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 a i 

Db 861 TATCACCCCAACCAGGTAGTAGAAGGCTGTTGTTCAGATATOGCTGT^ 920 

Qy 841 CTGACT CX^^TCAGATGCATGTGATGATGTATGGGGTATAC 900 

IIMIIMIMMMMIM MIIIIMIIIIMIIMIIIIMIMIIIMM MIMI 

Db 921 CTGACTCQAATCAGATGCATCTGATGATGTATGGGGTATACCGCCITAGGG QVTTTGGG 980 

Qy 901 (TATATTTTCAATGATGCATTGGrrTlClTACXTCCAAATGGTTC^^ 957 

llllllllllllllllllllllllllllllllllllllllllllllillllllllll 
Db 981 CATATTTT CAA TGATGCATTOGTTTTCTTACCT CCAAA 1037 



RESULT 26 

AY358642 

LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



AY358642 1572 bp raRNA linear PRI 03-OCT-2003 

Homo sapiens clone DNA43046 HSPC067 (UN0273) mRNA, complete cds. 
AY358642 

AY35B642.1 GI:37182405 
FLI_CDNA. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Eutol eos total ; 



JOURNAL 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 



Mammalia; Eutheria; Euarchontoglirea; Primates; Catarrhini; 
Horainidae; Homo. 

1 (bases 1 to 1572) 

Clark, H.F., Gurney,A.L., Abaya.B., Baker, K. , Baldwin, D. , Brush, J., 
Chen, J., Chow.B., Chui,C, Crowley, C, Currell.B., Deuel, B,, 
Dowd,P., Eaton, D., Foster, J., Grimaldi,C. , Gu,Q., Hass.P.E., 
Heldens,S., Huang, A., Kim.H.S., Klimowaki , L . , Jin.Y., Johnson, S. , 
Lee. J. , Lewis, L. , Liao.D., Mark.H.. Robbie, E . , Sanchez, C. , 
Schoenf eld, J. , Seshagiri, S. , Simmons, L. , Singh, J., Smith, V., 
Stinson,J., Vagts.A., Vandlen.R., Watanabe.C, Wieand,D. , Woods, K. , 
Xie.M.H., Yansura.D., Yi.S.. Yu,G. , Yuan, J., Zhang, M. , Zhang. Z., 
Goddard.A., Wood. W.I. and Godowski.P. 

The Secreted Protein Discovery Initiative (SPDI), a Large-Scale 

Effort to Identify Novel Human Secreted and Transmembrane Proteins: 

A Bioinformatics Assessment 

Genome Res. 13 (10), 2265-2270 (2003) 

12975309 

2 (bases 1 to 1572) 
Clark, H.F. 

Direct Submission 

Submitted (01 -AUG-2003) Department of Bioinformatics, Genentech, 
Inc., 1 DNA Way, South San Francisco. CA 94080, USA 

Location/Qualifiers 

1. .1572 

/organism-* Homo sapiens " 
/ mol_type- " raRNA" 
/dbxr e f - " taxon : 96 0 6 " 
/clone-«DNA43046" 

1. .1572 

/ locus_tag- -UNQ273 " 
81. .1037 

/ 1 ocus_tag- " UN02 73 ■ 
/note-"PR0310" 
/codon_start-l 
/product- "HSPC067" 
/protein_id»"AAQ89005. 1" 
/db_xref-"GI : 37182406" 

/ translat ion- "MLSESSSFLKGVMLGSI FCALITMLGH IRIGHGNRMHHHEHHHL 
OAPNKED I LK I S EDERME LS KS FRVYC 1 1 L VKPKDVSLWAAVKETWTKH CDKAEF F S S 
ENVKVFESINMDTNDMWLMMRKAYKYAFDKYRDQYNHFFLARPTTFAI IENLKYFLLK 
KDPSOPFYLGHTI KSGDLEYVGMEGG I VLSVESMKRLNSLLNI PEKCPEOGGMIWKI S 
EDKOLAVCLKYAGVFAENAEDADGKDVFNTKSVGLS I KEAMTYHPNQVVEGCCSDMAV 
TFNGLTP NQKHVMMYGVYRLRAFGH I FNDALVFLPPNGSDND" 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 8; Length 1572; 
Pred. No. 3.4e-201; 

Mismatches 0; Indels 0; 



Oy 



1 ATGCTTT CTGAAAGCAGCT CXTTTTTGAAGGGTGTGATC 

MIIIIIIHIIIIHIIII IIIIII IIIIIIIIIIIIIIIIIIIIIIIIIIHIIIIII 
81 ATGCTTTCTGAAAGCAGCTCCTTTTTGAAGGGTGTGATC 140 

61 TTGAT CA CTATGCTAGGACA CATTAGGA TTOGT CA TGGAAA TAGAATGCACCA CCATGAG 120 

lllllllllllllllllllllllllllllllllllllillllllllllllllllllllll 

141 TTGATCA CTATGCT AGGA CACATTAGGATTGGTCATGGAAATAGAATC^ 200 



Oy 121 CATCATCACCTACAAGCTCtTTAACAAAGAAGATATCTTGAAAATTTCAGAGGATGAG OG C 180 

IIMIIIIIMIIIinilllinillillllllllllllllllllllltllllllllll 
Db 201 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTTCAGAGCJATGAG OGC 260 

Oy 181 ATGGAG CT CAGT AAGAG CTTT CGAGTAT A CTG TATT AT CCTTGT AAAA CCCAAAGATGTG 240 

IlilliillllllllllllllilllMlltllftllllllllMlililllllllllMI 

Db 261 ATGGAG CT CAGT AAGAG CTTT CGAGTAT A CTGT ATTAT CCTTGT AAAA CCCAAAGATGTG 320 

Oy 241 AGTCTTTGGGCTG CAGTAAAGGAGACTTGGACCAAACACTGTGACAAAG CAGAGTTCTTC 300 

I t 1 I I I I I I t I I I I I P I I I I I f I I I I J I I f f I I f I I I I I 1 I I I I I I I f 1 1 I I I I I I f I 1 I 
Db 321 AGTCTTTGGGCTG CAGTAAAGGAGACTTGGACCAAACACTGTGACAAAG CAGAGTTCTTC 380 

Oy 301 AGTT CTGAAAA TGTT AAAGTGTTTGAGT CAATT AAT ATGGA CA CAAATGA CATGTGGTT A 360 

ItUliilllilllillllllllMMIIIIIIIillllilllllilllllllilltlll 
Db 381 AGTT CTGAAAATGTT AAAGTGTTTGAGT CAATTAA T A TGGA CA CAAATGA CATGTGGTT A 440 

Qy 361 ATGATGAGAAAAG CTT A CAAATACG CCTTTGATAAGT ATAGAGACCAAT A CAA CTGGTT C 420 

lljillMIIIIIIIMIIIIIIIIIIIIIIIIMIIIIillllltlllllllllllMI 

Db 441 ATGATGAGAAAAG CTTA CAAATA CG CCTTTGA TAAGT ATAGAGACCAAT A CAA CTGGTT C 500 

Oy 421 TT CCTTG CACG CCC CA CT A CGTTTG CT A T CATTGAAAA C CTAAAGT A IT ITT 1GT1 AAAA 4B0 

fillMIIIIIIIIIIIIIIIMIIIIIIIIItlllllljlllllllilllltlllilll 

Db 501 TTCCTTGCACGCCCCACTACGTTTGCTAT CATTGAAAACCTAAAGTATTTTTTGTTAAAA 560 

Oy 4B1 AAGGATCCATCACAGCCTTTCTATCTAGG CCACACTATAAAATCTGGAGACCTTGAATAT 540 

lilllililllllli! I ! Illllll I! II! 1111:11 IIMIIMI 

Db 561 AAGGATCCATCACAG CCTTTCTATCTAGG CCACACTATAAAATCTGGAGACCTTGAATAT 620 

Oy 541 GTGGGTATGGAAGGAGGAATTG T CTT AAGTGT AGAAT CAATGAAAAGA CTT AA CAG CCTT 600 

imimimiiiimiiimiii iiiiiiiinii mm 

Db 621 GTGGGTATGGAAGGAGGAATTGT CTT AAGTGT AGAAT CAATGAAAAGA CTT AA CAG CCTT 6S0 

Qy 601 CT CAATAT CCCAGAAAAGTGT CCTGAACAGGGAGGGATGATTTGGAAGA TA T CTGAAGAT 660 

M M M M M M M M M M M M M M M M M M M M M M M M M M M M M M 

Db 681 CTC^TATCCCAGAAAAGTGTCCTGAACAGGGAGGGATGATTTGGAA 740 

Oy 661 AAA CAG CTAG CAGTTTG CCTGAAATA TG CTGGAGTATTTG CAGAAAA TG CAGAAGA TG CT 720 

MMMMMMMMMMIMMMMMMMM MMMMMMMMMMMI 

Db 741 AAACAG CTAG CAGTTTG CCTGAAATA TG CTGGAGTATTTG CAGAAAA TG CAGAAGA TG CT 800 

Oy 721 GATGGAAAAGATGTATTTAATACCAAAT CTGTTGGG CTTT CT A TT AAAGAGG CAATGACT 780 

MMIMMMMIMMMMMMMIMMMMMMMMMMMMMMM! 

Db 801 GATGGAAAAGATGTATTTAATACCAAATCTGTTGGGCTT^ 860 

Oy 781 TA T CA CCCCAA CCAGGTAG T AGAAGG CTG TTG TT CAGA TA TGG CTGTTA CTTTT AATGGA 840 

MMMMMMMMMMMMMMMIMMMMMMMMIMMMMMM 

Db 861 TATCACCCCAACCAGGTAGT AGAAGG CTGTTGTTCAGATATGGCTGTTACTTTT AATGGA 920 

Oy 841 CTGACTCCAAATCAGATGCATGTGATGATGTATGGGGTATACOG CCTTAGGG CATTTGGG 900 

MMMMMMMMMMMMMMMMMMMMMMMMIMMMMMI 

Db 921 CTGACTCCAAATCAGATGCATGTGATGATGTATGGGGTATACOGCCTTAGGGC^ 980 



901 CATATTTTCAATGATGCATTGGTTTTCTTACCTCCAAATGGTTCTG^ 957 

MMMMM MIMMIMM MM MM M IMMMM MMMHMtlMM 

981 CATATTTTCAATGATGCATTC^TTTTCTTACCTCCAAAT^ 1037 



RESULT 27 

AC011890/c 

LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 
PUSHED 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

COMMENT 



AC011890 158907 bp DNA linear PRI 07-OCT-2000 

Homo sapiens PAC clone RP4-655L22 from Xq23, complete sequence. 
AC011690 

AC011B90.4 GI:7705211 
HTG. 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniate; Vertebrate; Euteleostotai; 
Mammalia; Eutheria; Euarchontogl i reo ; Primates; Catarrhini; 
Horainidae; Homo. 

1 (bases 1 to 158907) 
Sulston,J.S. and Waterston.R. 

Toward a complete human genome sequence 
Genome Res. 8 (11), 1097-H08 (1998) 
9847074 

2 (bases 1 to 1SB907) 

Harkins.R.. Drone. K. . LaPlant,Y. and Le.T. 

The sequence o£ Homo sapiens PAC clone RP4-655L22 

Unpublished 

3 (bases 1 to 158907) 
Waterston.R. H. 
Direct Submission 

Submitted (15 -OCT- 1999) Genome Sequencing Center, Washington 
University School of Medicine. 4444 Forest Park Parkway. St. Louis, 
MO 63108, USA 

4 (bases 1 to 158907) 
Waterston.R. H. 
Direct Submission 

Submitted (04 -MAY-2000) Genome Sequencing Center. Washington 
University School of Medicine, 4444 Forest Park Parkway, St. Louis, 
MO 63108, USA 

5 (bases 1 to 158907) 
Waterston.R. H. 
Direct Submission 

Submitted (12-JUN-2000) Genome Sequencing Center, Washington 
University School of Medicine, 4444 Forest Park Parkway, St. Louis, 
MO 63108, USA 

6 (bases 1 to 158907) 
Waterston, R. 

Direct Submission 

Submitted (07-OCT-2000 ) Department of Genetics, Washington 
University, 4444 Forest Park Avenue, St. Louis, Missouri 63108, USA 
On Hay 4, 2000 this sequence version replaced gi: 7630762. 
Genome Center 

Center: Washington University Genome Sequencing Center 

Center code: WUGSC 

Web site: http://genome.wustl.edu/gsc 
Contact: sapienB0watson.wu8tl.edu 

Summary Statistics 

Center project name: H_DJ0655L22 



NOTICE: This sequence may not represent the entire insert of this 
clone. It may be shorter because we only sequence overlapping 
clone sections once, or longer because we provide a Btnall overlap 



between neighboring data submissions. 

This sequence was finished as follows unless otherwise noted: 
all regions were double stranded, sequenced with an alternate 
chemistry, or covered by high quality data (i.e., phred quality >« 
30); an attempt was made to resolve all sequencing problems, such 
as compressions and repeats,- all regions were covered by sequence 
from more than one subclone; and the assembly was confirmed by 
restriction digest. 

MAPPING INFORMATION : 

This sequence was generated from part of bacterial clone contigs of 
human chromosome X, constructed by the chromosome X mapping group 
at the Sanger Centre. Wellcome Trust Genome Campus, Hinxton. UK. 
Further information can be found at 
http : //www. sanger . ac . uk/HGP/ChrX/ 

SOURCE INFORMATION: 

This clone was derived from human PAC library RPCI-4, prepared by 
Pieter de Jong and coworkers at the Roswell Park Cancer Institute 
(http://bacpac.med.buffalo.edu) using the method described by 
loannou et al.. Nature Genetics 6:84-9 (1994). The library is from 
one male donor. 

The clone may be obtained either from Genome Systems, Inc. 
(http://www.genomesystems.com) or Research Genetics, Inc. 
(http://www.resgen.com); or from Pieter de Jong. 
VECTOR : pCYPAC2 

NEIGHBORING SEQUENCE INFORMATION: 

The clone sequenced to the right is RP1-321E8. Actual start of 
this clone is at base position 1 of RP4-655L22. 

RP4-655L22 contains a transposon in the unfinshed region of the 
clone, which is not part of the submitted sequence. 
FEATURES Location/Qualifiers 
source 1. .158907 

/organism- "Homo sapiens" 

/ mo l_type»" genomic DNA" 

/db_xre f - " taxon : 960 6 ■ 

/chromosome- "X" 

/map-«Xq23" 

/clone-"RP4-6SSL22" 

/clone_lib- "RPCI-4" 
repeat_region 1. .387 

/rpt_family-"Ll" 
repeat_region 388. .685 

/ rpt_f ami ly- " Alu » 
repeat_region 686.". 715 

/rpt_f amily-"Ll" 
repeat_region 687. .1815 

/rpt_f amily-"Ll" 
repeat_region 1816. .2180 

/rpt_£ami ly- "MaLR" 
repeat_region 2182. .2382 

/rpt £amily-"Ll" 
repeat_region 2898. .3197 

/rpt_family-"Alu" 
repeat_region 3339. .3449 



/rpt_family«"Alu" 
repeat_region 3450. .3475 

/rpt_family-" (TAA)n- 
repeatregion 3476. .3636 

/rpt_f amily»"Alu" 
repeat_region 3681. .3863 

/ rpt_f ami ly- " HER 5 3 " 
miec_feature 3892 

/note-"match to EST AA381668 (NID : g2033986 ) ■ 
misc_feature 4093. .4415 

/note-"match to EST AA46379B (NID :g21B86B2 ) zx67b05.rl" 
misc_feature 4126. .4486 

/note-"match to EST AA558530 (NID :g2329007 ) nl5Bb02.sl" 
misc_feature 4138. .4415 

/note-"match to EST W58050 (NID:gl364763) zd22d09.rl" 
misc_feature 4155. .4415 

/note-"similar to Hus musculus EST AA11B026 (NID :gl673067) 

mo66g08 . rl" 
miscfeature 4174. .4415 

/note-"similar to EST AW630758 (NID:g737754fl) hhB7b08.yl" 
misc_feature 4204. .4415 

/note- "similar to EST AU94296 (NID:g3745503) uil5a05.rl" 
misc_feature 4277. .4415 

/note- "similar to Mus musculus EST AA1S4366 ( NID : gl 726169) 

mr94g08. rl" 
misc_feature 4279. .4415 

/note- "similar to EST AI314570 (NID : g4029837 ) uj48e08.yl" 
misc_feature 4279. .4415 

/note- "similar to EST AI315781 (NIO :g4031048 ) ujSOe07.yl" 
misc_feature 4281. .4415 ■ - 

/note- "similar to Mus musculus EST C8B686 (NID :g3 164448) " 
misc_feature 4292. .4415 

/note-"similar to Mus musculus EST AA165B25 (NID: gl744342 ) 

ms48g09.rl" 
raisc_feature 4304. .4415 

/note.-match to EST AA38166B (NID :g2033986 ) • 
misc_feature 4308. .4415 

/note-"match to EST AA187579 (NID:gl773772 ) zp66dll.rl" 
raisc_feature 4327. .4415 

/note- "similar to EST AW629846 (NID:g7376636) hh71fl0.yl" 
misc_feature 4335. .441S 

/note- "similar to Mus musculus EST AA914196 (NID:g30535BB) 

vy98e06.rl" 
miec_feature 4402. .4415 

/note-"match to EST AA383311 (NID:g2035630 ) • 
misc_feature 4489. .4915 

/note-"match to EST AA115686 (NID:gl670717) zlB6d!2.rl" 
repeat_region 4614. .4718 

/ rpt_ f ami 1 y- " L2 " 
misc_feature 4B6S7 .S035 

/note- "match to EST AA375691 (NID :g2028172) " 
misc_feature 5033. .5035 

/note-"match to EST H04478 (NID:g867411) yj29a05.rl" 
misc_feature 5571. .5727 

/note- "similar to EST AW173013 (NID:g6438961) xj82b05.xl" 
misc feature 5573. .5727 

/note- "similar to EST AI336165 (NID :g4073092 ) qt44all.xl" 



miac feature SS75. .5728 

/note-'match to EST AA375691 (NID:g202B172) " 
miac_feeture 5575. .5727 

/note-'match to EST AA187S79 <NID:gl773772 ) 2 P 66dll.rl" 
misc feature 557S. .5727 

/note-'match to EST AA383311 (NID:g203563O) ■ 
raisc_featuro 5575. .5737 

/note-'match to EST H04478 (NID:g867411) yj29«05.rl" 
raise feature 5575. .5737 

/note-'match to EST WS805O (NID:gl364763 > zd22d09.rl" 
miac_feature 5S7S. .5727 

/noto-'similar to EST AI314570 (NID:g4029837> uj48eOB.yl- 
miac feature 5575. .5727 

/noto-'similar to EST AI3157B1 (NIO:g4031048> uj50e07.yl" 
miac_feature 5575. .5727 

/note-'similar to EST AIB70419 (NID:g55443B7) vl73£09.xl" 
miac_feature 5575. .5727 

/note-'aimilar to EST AW629846 (NIO : g7376636) hh71fl0.yl' 
miac feature 5S75. .5727 

/note-'eimilar to EST AW630758 (NID :g7377548) hhB7b08.yl" 
miac feature 5S7S. .5737 

/note-'aimilar to Mua mueculus EST AA118026 <NID:gl673067> 

rao66g08.rl" 
rai«e_feature 5575. .5727 

/note-'aimilar to Mua mieculus EST AA1S4366 (NID :gl726169> 

mr94g08 . rl" 
miac_feature 5575. .5724 

/note-'match to EST AA463798 (NID :g21 88682 ) zx67bOS.rl' 
miac feature 5575. .5702 

/note-'match to EST AA381668 (NID :g2033986) " 
miac_feature 5575. .5650 

Query Match 100.0%; Score 957; DB 8; Length 158907; 

Beat Local Similarity 100.0%; Pred. No. l.le-201; 

Matchea 957; Coneervative 0; Miematchea 0; Indela 0; Gaps 0; 



oy 


l 


Db 


27334 


Oy 


61 


Db 


27274 


Oy 


121 


Db 


27214 


oy 


161 


Db 


27154 


Oy 


241 


Db 


27094 


Oy 


301 



iiiiiiiiiiiiiiiiiniiimiiiMiiiiiiiiimiiiiMMiiiiiiiMi 



:M llllll MUM I! I II I II i il I II 1 1 1 1 1 1 1 1 1 1 1 1 1 !! 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 



1 1 ( H 1 1 1 1 i 1 1 1 M I H 1 1 1 1 1 1 M 1 1 M 1 1 f 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 llllllll 



III III IMMMIIIIIII I II I Mill MMMIIIMI III MIMNI IIIIMII 



I M M 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M J 1 1 M M 1 1 1 1 ) M M 1 1 1 



301 AGTTCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATGGACACAAATGACATC 360 



Db 


27034 


Oy 


361 


Db 


26974 


Oy 


421 


Db 


26914 


Oy 


481 


Db 


26854 


Oy 


541 


Db 


26794 


Oy 


601 


Db 


26734 


Oy 


661 


Db 


26674 


oy 


721 


Db 


26614 


Oy 


781 


Db 


26554 


Oy 


841 


Db 


264 94 


oy 


901 


Db 


26434 



i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 1 1 



Ml II I II I IMMIII Ml III Mllll IMMIIMMIIIIMIIIIIIMIMIII 



IIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIMIIIMnilllll 



MIIIIIMIIIIIIIIIMMIIMIIMIIMIIIIIIIIIIIIIMIIIIIMIMI 



lillllllllllilllllllllllllllllllllllllllilllllllllllllllllll 



IIIIIIIIIIIIIMIIIIIIIIMIItllllllllllllllllllllllllllllllll 



IIIIMII I II I II Ml MINI IN III III III II I II I Mill III MINI Mill 



VTTAAAGAGGCAATGACT 780 
lllllllllllllllllllllllllllllllllllllllllllllllillllllllllll 



llllllllllllllllllll 



lllllllllllllllllllllllllllllllllllllll 

VrATGGCTGTTACTTTTAATGGA 264 9 S 



I I I I I I I I I I I 1 I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I t I I I I I I I I 



MM IIIIMIMIIIMMIIMI IIIIIIIIMIMIMMIIIIIMIIIIIII 

CATATTTTCAATGATG CATTGGTTTTCTTACCTCCAAATGGTTCTGACAATGACTGA 26378 



RESULT 28 
BD194853 
LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 

REFERENCE 
AUTHORS 



BD194653 1376 bp DNA 

86 human aecreted proteins. 

BD194853 

BD194853.1 GI:33004602 

JP 2002514090-A/24. 

unidentified 

unidentified 

unclassified. 

1 (banes 1 to 1376) 

Moore. P. A., Shi.Y., Roaen.C.A.. Ruben, S.M., 
Oleen.H.S., Ebner.R., Brewer, L. A., Young, P. 



linear PAT 17 -JUL -20 03 



Lafleur.D.W. , 
, Greene, J. M. , 



Ferrie.A.M., Yu.G.L., Ni.J. and Feng, P. 
TITLE 86 human aecreted proteins 

JOURNAL Patent: JP 2002S14090-A 24 14-MAY-2002; 

HUMAN GENOME SCIENCES INC 
."OMMENT OS Unidentified 

PN JP 2002514090-A/24 

PD 14-MAY-2002 

PF ll-JUN-1998 JP 1999503203 

PR 13-JUN-1997 US 60/049547, 13 -JUN-1997 US 



60/049548 PR 



13-JUN-1997 US 60/049549. 13 -JUN-1997 US 60/049550 PR 
13-JUN-1997 US 60/050566, 13 -JUN-1997 US 60/049606 PR 
13-JUN-1997 US 60/049607. 13-JUN-1997 US 60/049608 PR 
13-JUN-1997 US 60/049609. 13 -JUN-1997 US 60/049610 PR 
13-JUN-1997 US 60/049611, 13-JUN-1997 US 60/050901 PR 
13-JUN-1997 US 60/052989, 08-JUL-1997 US 60/051919 PR 
1B-AUG-1997 US 60/055984 , 12 -SEP- 1997 US 60/058665 PR 
12-SEP-1997 US 60/05B668.12-SEP-1997 US 60/058669 PR 
12-SEP-1997 US 60/0S87S0.12-SEP-1997 US 60/058971 PR 
12-SEP-1997 US 60/058972, 12-SEP-1997 US 60/058975 PR 
02-OCT-1997 US 60/060834 , 02-OCT-1997 US 60/060841 PR 
02-OCT-1997 US 60/060844 . 02-OCT- 1997 US 60/060865 PR 
02-OCT-1997 US 60/061059, 02-OCT-1997 US 60/061060 PI PAUL A 
MOORE, YANGGU SHI, CRAIG A ROSEN, STEVEN M RUBEN, DAVID W PI 
LAFLEUR, 

PI HENRI K S OLSEN, REINHARD EBNER, LAURIE A BREWER, PAUL YOUNG, JOHN 
PI M GREENE. 

PI ANN M FERRIE. GUO LIANG YU.JIAN NI.PING FENG 

PC CO7H21/02.CO7H21/04,C12N5/OO,C12N5/O4,C12N5/O6,C12NS/lO PC 
,C12N5/16,C12N15/00. 

PC C12N15/09,C12N15/10.C12N15/11,C12N15/12,C12P21/04,C12P21/06 CC 

Strandedneaa: Double; 
CC Topology: Li near ; 

86 human secreted proteins 
Key Location/Qualifiers 
aource 1. .1376 

/organism- -Unidentified' . 
FEATURES Location/Qualifiers 
aource 1. .1376 

/organi am- 'unidentified* 
/mol^type- 'genomic DNA" 
/db_xref taxon : 32644 - 



CC 



FT 
FT 



Query Match 100.01; Score 9S7; DB 6; Length 1376; 

Beat Local Similarity 99.9*; Pred. No. 4.2e-201; 

Matchea 956; Conservative 1; Mismatches 0; Indela 0; 



Oy 


l 


Db 


146 


Oy 


61 


Db 


206 


Oy 


121 



1 1 1 m i i 1 1 m i J 1 1 J 1 1 1 1 LLLLLLi ■ ' ■ m 1 1 r 1 1 1 1 1 1 1 1 1 1 m i f 1 1 1 1 1 1 1 1 1 1 1 



Miji 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j i 1 1 1 1 1 1 1 1 r i i 1 1 1 1 ii 



Mlllllll Mill IIMMIIIIMI 



Db 


266 


Oy 


181 


Db 


326 


Oy 


241 


Db 


386 


Oy 


301 


Db 


446 


Oy 


361 


Db 


506 


Oy 


421 


Db 


566 


Oy 


481 


Db 


626 


Oy 


541 


Db 


686 


Oy 


601 


Db 


746 


oy 


661 


Db 


806 


Oy 


721 


Db 


866 


oy 


781 


Db 


926 


Oy 

Db 


641 
986 


Oy 


901 


Db 


1046 



266 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTTCAGAGGATGAGCGC 325 



MIMIIMMIMIMMMMMIMIIII IIIIIMIIIIIIMIIIIMIMIII 



MIIIIMIIIIIIIIIMIIIIIIIMIIIIMIIIIMIIIIMI MIMIMIMI 

TAAAGGAGACTTGGACCAAACACTGTX^CAAAGCAGAGTTCTTC 



lllllllllllllllllllllllllll 



IMIIIIIIIIIIIIIIIIIIIIIIIIII 



I I I I I I I I I I I I I I I I I I I I I I I I : I I I I I I i j Ill 



1 1 1 1 1 1 1 M II 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I M M M M ! 1 1 



IIIIIIIMIIMIIIIIIMIIMIIMIIIMIIIIIMIIIIIMIIIIIIIMII 



llllllllimilMIIIMIIIIIIIIIIMIIIMIHIIIIIMIIIIIIIMII 



1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



Ml llllll Ml Ml III II I II Mlllllll llllll IMMI II I II I IMM III 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r I 



III Ml IIIIMII lllllllllllllllllllllllllll Ml II Ml I II I Mill I 



IMIMIIIIIIIIIIIIIIIIIIIMIIIIIIIIII IMIMIMMIIMII 



llllll 



Mill III llllll IIIIMII llllll III III III Mill I Ml III I 

TCAATGATCCATTGGTTTTCTTACCTCCAAATGGT^ 1102 



RESULT 29 
OQ8S51B1 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 



TITLE 
JOURNAL 



C08551B1 1376 bp DNA linear PAT 23-AUG-2004 

Sequence 25 froa Patent EP1439189. 

CQ855181 

C08SS1B1.1 GI:51S10609 

Homo sapiens (human) 
Homo aapiena 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrae*; Euteleostomi; 
Mammalia; Eutheria; Euarchontoglires; Primates; Catarrhini; 
Hominidae; Homo. 
1 

Ruben. S.M., Ni.J., Rosen. C. A.. Ebner.R.. Young, P. , Moore, P. A. , 

Feng. P., LaFleur.D.W. . Olaen.H.S.. Yanggu.S.. Brewer, L. A. , 

Greene. J. M. . Feme, A.M. and Yu.G.L. 

86 Human Secreted Proteins 

Patent: EP 1439189-A 25 21-JUL-2004; 

Human Genorae Sciences, Inc. (US) 

Locat ion/Oual i f iera 

I. .1376 

/organism- "Homo aapiena* 
/mol_type-*unassigned DNA" 
/db_xref-"taxon:9606" 



Query Match 100. 01; Score 9S7; 03 6; Length 1376; 

Beat Local Similarity 99.9%; Pred. No. 4.2e-201; 

Matches 956; Conservative 1; Mismatches 0; Indels 0; 



oy 


l 


Db 


146 


oy 


61 


Db 


206 


Oy 


121 


Db 


266 


Oy 


181 


Db 


326 


Oy 


241 


Db 


3B6 


Oy 


301 


Db 


446 


Oy 


361 


Db 


506 


Oy 


421 



iiiiiiiiiniiiiiiiiiiiiiii 



iiiiimiiiiiiiiiiiiiiiiiiiiiiiii 

VTGCTTGGAAGCATTTTCTGTGCT 205 



llllllltlllllllllllllllltilltlllMIIIIIMIIIIIIIIIIIIIIIIIII 



MllllllllllllftlllllllllilltillMIIIIIMIIIIIIIIIIMIIIIIil 



I III III lliill III IMIMIMM III IIMIMMMMIMM MM ! 1 1 It I ! I 

326 ATGGAG CT CAGT AAGAG CTTT CGAGTAT ACTGTA TTATCCTTGTAAAA CCCAAAGATGTG 385 
rAAAGGAGACTTGGACCAAACACTGTClACAAAGCAGAGTTCTTC 300 

iliiiiiiiiiiiiiiitiiiiiiiiiiiiiiiiiiiiiiiitiiiiiiiiiiiiinii 

ACACTGTGACAAAGCAGAGTTCTTC 445 



I III III IIMM III III llllll III III llllll IIMII III II I III III III II 



lllllllltlllllllillltllllllllllhllllllllllllllllllllllllll 



421 TTCCTTGCACGCCCCACTACtrrrrccTATCATTGAAAACCTAAACT 4 80 



Db 


566 


Oy 


481 


Db 


626 


Oy 


541 


Db 


686 


oy 


601 


Db 


746 


Oy 


661 


Db 


806 


Oy 


721 


Db 


866 


Oy 


781 


Db 


926 


Oy 


841 


Db 


986 


Oy 


901 


Db 


1046 



i inn i iimi i iii ii iiiiiiiiiiMiiimiiiiiii iiiiiiiiiiiMiiii 



Mil I III II I III II I HI II IIIIMIIIIIIIIIMMIIIIIIIIIIIIIIIII 



GTGGGTATGGAAGGAGGAATlVlCri'AAGTGTAGAATCAATGAAAAGACTTAACAGCCTT 600 

llllllilllllllllllllllllllllllllllllllliMIIIIIIIIIIIIIIIMI 



lllllltllllllllllllllllillllllllillllllillllllllllllllllllll 



lllllllllllltllllllllllllllllltlllllllllllllllllllllllllllll 



llllllllllllllllllllllllilllllllllllllllllllllllllllllllllll 



i ii i nni i inn i ii i ii i ii i ii ill i ii 



lilllllillitliiiiiitiiiiii 

\TATGG CTGTTACTTTTAATGGA 985 



IIIIMIIIIIIIIIIIIIIIII Illllllllllllllllllllllllllllll 



IIIIIIIIIIIIIIMIItllllltlllllll tlllllllllllllllll 

CATATTTTCAATGATGCA I'IIjO 1 1 l'l Cl' l A CCTCCAAATGGTTCTGACAATGACTGA 1102 



RESULT 30 

AR339340 

LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
ORGANISM 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

FEATURES 



AR3 39340 1477 bp DM 

Sequence 831 from patent US 6569662. 
AR339340 

AR339340.1 GI:33726197 

Unknown. 

Unknown . 

Unclassified. 

1 (bases 1 to 1477) 

Tang.Y.T., Zhou, P. and Drmanac, R . T. 

Nucleic acids and polypeptides 

Patent: US 6569662-A B31 27-MAY-2003; 

Hyseq. Inc.; Sunnyvale, CA 

Location/Qualifiers 

1. .1477 

/organism- "unknown" 
/mol_type- "genomic DNA" 



linear PAT 17-AUG-2003 



Ouery Match 99.8%; 
Best Local Similarity 99.9%; 
Matches 956; Conservative 



Score 955.4; DB 6; 
Pred. No. 7.7e-201; 
); Mismatches 1; 



Length 1477; 



Oy 
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Db 


231 


0y 


61 


Db 


291 


Oy 


121 


Db 


351 


Oy 


181 


Db 


411 


Oy 


241 


Db 


471 


Oy 


301 


Db 


531 


oy 


361 


Db 


591 


Oy 


421 


Db 


651 


Oy 


481 


Db 


711 


oy 


541 


Db 


771 


oy 


601 


Db 


831 


Oy 


661 


Db 


891 


Oy 


721 


Db 


951 


Oy 


7B1 



iiiiiiimiiiimiiiniiii iii iii iiiiiii iiiiiiii mi mm in 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 1 1 n 1 1 1 1 1 1 1 1 1 1 1 



IIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIII III IMIIMM III II I 



Minimi 



iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiii 



rAAAGQAQACTTGGACCAAACACTGTGACAAAGCAGA G 1 ' 1 IT I C 

iiiiiiiMMMiimiiiiiiMiiiiiMMiiii iiiiiiii illinium 



301 AGTT CTGAAAATGTT AAAGTGTTTGAGT CAA TTAAT A TGGA CA CAAATGACATGTGGTT A 360 

IMIIIMM M IIIMM II MMMIMMMIMimillMMIIIMI Mil 



lllllllllllllllllllllllllllllllllinilllMI III Ml III III MM 



I III IIMIIIII HUM IIMII III III MMM llllll III Ml III III II 1 1 



IIIIIII llllll III III llllll III IIMIIMI llllll Ml III llllll MM 



liiiiiiiiiiiiiiimiiiiiiiiiiiiiiiiiiimmiiiiiiimiiiii 



\TGATTTGGAAGATATCTGAAGAT 

llllllllllllllllllllimilll Ml MMM IMIMIII III III III II 1 1 



IIIIIIIIIIIIIIMIIIIIilllllllllllllllllllllllllllllllll II 1 1 



MIIIMIIIIIIIIIIMIIIIIIIIIIMIIIMIIIIIIIMIIIIIIIIIII 

TCTATTAAAGAGGCAATGACT 1010 



180 
410 



7B1 TATCACCCCAACCAGGTAGTAi 



iATATGGCTGTTACTTTTAATGGA 840 



IIIIIIIMIIIIIIIIIIIIIIIIIillllllllllllllllllllllillillllltl 

Db 1011 TAT CACCCCAACCAGGTAGTAGAAGGCTGTTGTT CAGAT ATGG CTGTTA CTTTT AATGGA 1070 

Oy 841 CTGACT CCAAAT CAGATG CA TGTGATGATGT ATGGGGT AT ACCG CCTTAGGG CATTTGGG 900 

I IMIMMMIIMMMMIMMMMIMMIMMIIIMMIMIIIMIMM 

Db 1071 CTGACT C CAAAT CAGATG CATGTGATGATGT ATGGGG T AT A CCG CCTTAGGG CATTTGGG 1130 

Oy 901 CATATTTTCAATGATGCATTG GUTri ' CTlA CCTCCAAATGGTTCTGACAATGACTGA 957 

IIIIIIIIIIIMIIII IIIMMIMM IMIMMMM IMIIMil MM Ml 

Db 1131 CATATTTTCAATGATG CATTGGTTTTCTTACCTCCAAATGGTTCTGACAATGACTGA 1187 



RESULT 31 

BX294172_l/c 

WPCOMMENT 

Sequence split into S fragments 

Fragment Name Begin 
BX294172_0 1 

8X294172^1 100001 

BX294172~2 200001 

BX294172~3 300001 

BX294172 4 400001 



LOCUS BX294172 Accession BX294172 
End 



110000 
210000 
310000 
410000 
479363 

Continuation (2 of S) of BX294172 from base 100001 (BX294172 Homo sapiens 
chromosome X clone XXyac-126E9, WORKING DRAFT SEQUENCE, 4 unordered pieces. 
4/2003) 

Ouery Match 99.8%; Score 955.4; DB 14; Length 110000; 

Best Local Similarity 99.9%; Pred. No. 2.B«-201; 

Matches 956; Conservative 0; Mismatchea 1; Indels 0; Gaps 



oy 


1 


Db 


14874 


oy 


61 


Db 


14614 


Oy 


121 


Db 


14754 


Oy 


181 


Db 


14694 


Oy 


241 


Db 


14634 


oy 


301 


Db 


14S74 


oy 


361 


Db 


14514 



MMMMMMMIMMMMIIMIIIMMMMMMMIMM IMMMIMI 



MMMMMMIMMMMMMMMMMMMMMIMIMM MIMIIMM 



1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 f 1 1 1 M 1 1 1 1 M M 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 Ml 



llllllflllllllltllllllllllllMllllllllllllllllllllllllllllll 



ACCAAACACTGTGACAAAGCAGAGTTCTTC 300 

1 1 Mill I IIIIIIII Ml IMMMIMM III III IIIIIIIIIMI III Ml Ml 

iACAAAGCAGAGTTCTTC 14S75 



I I I I I I t I I I I I I I I I 1 I 1 I I 1 I I I 1 I I 1 I I I I I J I t I I t I 1 I I I I I I t 1 I I I I I I I I I I 



III I II III I Mill III Ml IMMMIMI IIMII IMIMIII Ml IIMII Ml 



Oy 


421 


Db 


14454 


Oy 


481 


Db 


14394 


oy 


541 


Db 


14334 


oy 


601 


Db 


14274 


oy 


661 


Db 


14214 


Oy 


721 


□b 


14154 


Oy 


761 


Db 


14094 


Oy 


841 


Db 


14034 


Oy 


901 


Db 


13974 



iiiniii 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 nm 



IIMMMM III III III Ml IIMM III III IMMIIM III III Ml Ml Ml M 



tlllllllllljlllllillltlllllllllllllltllttlllllltlllllllMIII 



IIIIIIIIIMM III III llllll III llllll IIMIIIIMII III IIMM III II 



tlllllllillllllllMltlllllllllllllllllllllllllllllllllllllt 



VTT AAAGAGG CAATGACT 780 

llllllllllllllllllllllltllllllllllilllllllllllllllllMlllfll 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 



OAAGGCTGTlXrrrCAGLftTATGGCTGTTACTTTTAATGGA 840 

I III III llllll III III llllll III llllll Ml II 



MMMMMMMIMM MIMMMMMMIMMMMMMMMMMMMI 



IIIIIIIIIMIIIII llllllllll 



TACCTCCAAATGCTTCTGACAATGACTGA 957 

lllllll MIMIIIIMIIIIIIMMI 

TACCTCCAAATGCTTCTGACAATGACTGA 13918 



RESULT 32 
HSA238398 
LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 



REFERENCE 
AUTHORS 
TITLE 
JOURNAL 

REFERENCE 
AUTHORS 
TITLE 



HSA238398 1605 bp mRNA linear PRI 2O-DBC-2001 

Homo sapiens mRNA for c38h2-ll protein. 

AJ23S396 

AJ23B39B.1 GI: 17976700 
c38h2-ll gene; c3flh2-ll protein. 
Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Buteleoatomi; 
Mammalia; Eutheria; Euarchontoglires; Primates; Catarrhini; 
Hominidae; Homo. 
1 

Rubboli.F., Marchitiello,A. , Ballabio.A. and Banfi,S. 

Identification and characterization of c38h2-ll 

Unpublished 

2 (bases 1 to 1605) 

Banfi.S. 

Direct Submission 



JOURNAL Submitted (20-APR-1999) Banfi S.. Genetics. TIGEM (Telethon 

Institute of Genetics and Medicine), Via Olgettina, 58 Milan, 
20132, ITALY 



FEATURES 

■ource 



Locat i on/ Qua 1 i t i e re 
1. .1605 

/organism- "Homo sapiens" 

/ mol_typo» "mRNA" 

/db xref-"taxon:9606" 

I, 7l605 

/gene-»c3Bh2-ll" 

274. .1194 

/gene-*c38h2-ll" 

/codon_etart»l 

/product- "c38h2- 11 protein" 

/protein_id-"CACB0277 . 1 ■ 

/db_xref- "G I : 17976701" 

/db_xref - "UniProt/TrEMBL : 08WWS3 " 

/ trans 1 at ion- • MLGS I FCAL I TMLGH I RI GHGNRMHHHEHHHLQAPNKED I LKI S 
EDERMBLSKSFRVYCI ILVEPKDVSLKAAVKETWTKHCDKASFFSSENVKVLESINXD 
TNDMWLMKRKA Y KYAFD KYRDOYNWF FLARPTT FA 1 1 ENLKY FLLKKDPSQPFYLGHT 
I KSGOLBYVGMEGG I VLSVESMKRLNSLLN I PEKCPEQGGMI WKI SEDKQLAVCLKYA 
GVFAENAEDADGKDVFKTKSVGLS I KEAMTYH P NQVVEGCCSDMAVTFNGLT PNOMHV 
MMYGVYRLRAFGH I FNDALVFLPPNGSDND" 



Query Match 99.7%; Score 953.8; DB 8; 

Best Local Similarity 99.8%; Pred. No. 1.7e-200; 
Matches 955; Conservative 0; Mismatches 2; 



Oy 


l 


Db 


238 


Oy 


61 


Db 


293 


Oy 


121 


Db 


358 


Oy 


181 


Db 


418 


Oy 


241 


Db 


478 


Oy 


301 


Db 


538 


Oy 


361 


Db 


593 



IIIIMMMIIIIIIIMI IIIIIIIIMIIIIIIIIIIIIIIIIIMIIIIIIII 



IIIIIMMIIMMIIMI IIIMIIIIIIMIIIMIIIMIMIIMIIIIIIIII 



I III Ml I II llllll III Mill I II I II I IMII I Mill Mil II I II I II I II I II 



MIIMI Ml I II III IIMM III Mill I III MIMI III II IIIIIIIMIIIII 



IIMIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIMIIIIMMIIIIII 



1 1 M 1 1 1 11 1 1 1 1 1 1 1 1 1 1 II MIMIMIMIMIMIMIIMIIIMIIIIMIII 



II IIMM MMMMMMMIMIIMIMIMMMMIMIMI 



oy 


421 


Db 


658 


Oy 


481 


Db 


71B 


Oy 


541 


Db 


778 


Oy 


601 


Db 


838 


Oy 


661 


Db 


898 


Oy 


721 


Db 


958 


oy 


781 


Db 


1018 


Oy 


841 


Db 


1076 


Oy 


901 


Ob 


1138 



MMMMMMMMMMMIMMIMMMIMIMMIMMMMMMIM II 



IMMMMMMMIIIMMIMIMMMMMIMMMMIMM MM I Mill 



M I M I M 1 1 1 1 M 1 1 1 1 1 1 1 1 U 1 1 1 M MMMMMMMIMI MMMM 



MMMMIMMMMM IMIMIIMMIIIIMMMIIIIIIIIIII llllllll 



MMMIMMIMM IMMMIMMMMMMMMMIMMMMIIIIIMM 



MIMIIIMIMMIM IIMIIIIMIIIIMIIIIIIIMMIII II IIIMIMI I 



inillMIIIMIIIIIIIIIIIIIIIIIIIIIIIIilllllllllllllMMIIIII 



MMIMIMMMMIMIMMIIMIIIIMIIIIIIIIMIIIMIIIIIMIII I 



MMMMMMIMMMMIMM 



TTACCTCCAAATGGTTCTGACAATGACTGA 957 

MM Ml IIIMIMI Ml Ml III Mill 

TTACCTCCAAATGGTTCTGACAATGACTGA 1194 



RESULT 33 
AX2S6063 

LOCUS AX256063 1495 bp DNA linear PAT 10-OCT-2001 

DEFINITION Sequence 214 from Patent WO0170976. 

ACCESSION AX2 56063 

VERSION AX2S6063.1 01:16075103 

Homo sapiens (human) 
Homo sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleoatomi ; 
Mammalia; Eutheria; Euarchontoglires; Priraatea; Catarrhini; 
Hominidae; Homo. 

1 

Xu.J., Pyle.R.A. and Stolk.J.A. 

Compositions and methods for the therapy and diagnosis of ovarian 
and endometrial cancer 
JOURNAL Patent: WO 0170976-A 214 27-SEP-2001 ; 
CORIXA CORPORATION (US) 
FEATURES Location/Qualifiers 
source 1. .1495 



REFERENCE 
AUTHORS 
TITLE 



/organ ism- "Homo sapiens" 
/ mo l_type-» unaa signed DNA" 
/db_xref-"taxon:9606" 



Query Match 95.7%; Score 915.4; DB 6; Length 1495; 

Best Local Similarity 98.4%; Pred. No. 5.4e-192; 

Matches 946; Conservative 0; Mismatches 11; Indels 4; Gaps 2, 
ATCCTTTCTGAAAGCAGCTCCTTTTTCiA^ 59 

IMIMMMIMMIMIIMMMIM imillMIIIIIIII IIMIIIIMII 



Oy 


1 


Db 


254 


Oy 


60 


Db 


314 


Oy 


117 


Db 


3 74 


Oy 


177 


Db 


434 


Oy 


237 


Db 


4 94 


Oy 


297 


Db 


554 


Oy 


357 


Db 


614 


Oy 


417 


Db 


674 


Oy 


477 


Db 


734 


Oy 


537 


Db 


794 


oy 


5 97 


Db 


B54 


oy 


6S7 


Db 


914 



MINI 



- CACTATG CTAGGACACATTAGGATTGGTCATGGAAATAGAATG CACCACCA 1 1 6 

I MM Ml Ml III IIMM III llllll M 1 1 



MIMIMMIMM MMMM IMIMMIIIIMMIMIIIIIIIIMIIIMIM 



I IIMM III IIMM III IIMM Ml IIMM IIMM Ml III Ml IIMM Ml II 



iiiliiliiiiiliiiiiiMillllllliliiiiiiiiiiiiiiiiiiiiiiiiiiiii 



MMMIMMMIMMIMM llllllllllllillllllllllilllillllllll 



llllllllllllllllllllllllllllllllllllllllllililllllllllllllll 



I ( 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 II 



MM III III III III llllll MMIIMI llllll III IIMM MMIMMIMM 



1 1 1 J 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 MMMIIIIMIIIIIIIMIIMIIIIMIM 



iTGATTTGGAAGATATCTGA 656 

IIIMIIIIIIIIIIIIIIIIIIIIIII MMMMIMMMMM || 



I IIMM MMMMIMIMI Ml IIIIIMM MIIMMMMMMIMMIMM 



Ob 


717 
974 


» 

TGCIXIATCGAAAAGATCTATTTAATACCAAAT^ 

1 1 1 1 1 1 t 1 1 1 1 1 1 t 1 1 1 1 1 II 1 1 1 1 II 1 1 1 111 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 II 1 II 1 1 1 1 1 
TGCTGATGGAAAAGATGTATTTAATACXAAATCTGTTG^ 


776 
1033 


oy 

Db 


777 
1034 


GACTTATCACCCCAACCAGCTACTAGAAGGCTCrrTOTTCAGATATG 

1 1 1 i 1 1 1 i \ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t i 1 1 1 * 1 1 1 1 1 1 1 1 1 1 1 t I 1 1 1 1 1 1 1 1 1 1 1 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 
(^CTTAtraCCrcAACCAOCTACrrACAA^ 


036 

1093 


oy 

Db 


837 
1094 


TGGACTGA CT CCAAA T CAGATG CATXJTGATGATGT ATXXJGGTAT A CCG CCTTAGGG CATT 

1 l 1 1 l 1 t 4 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 I I 1 1 1 1 1 1 i 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 i t 1 t 1 1 i 1 1 1 1 

ii ii i in iii urn illinium ii iii mill in inn iiiiiini nil 

TCXLACTGACTCCAAATCAGATCCATtriXiATX^ 


696 
1153 


Oy 

Db 


897 
1154 


TGGGCATATTTTCAATGATGCAT-IWITn L'lTACCTCCAAATGGTTCTCACAATGACTG 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 


956 
1213 


oy 


957 


A 957 




Db 


1214 


A 1214 





Search connoted: April 7, 2006. 08:26:50 
Job time : S120 «ec« 



Oy 


481 


Ob 


585 


Oy 


541 


Db 


64 5 


Oy 


601 


Db 


705 


Oy 


661 


Db 


765 


Oy 


721 


Db 


825 


Oy 


781 






Oy 


841 


Db 


94 5 


Oy 


901 


Db 


1005 



llllllllllllllllllllllllllllllllltlllllltllillllllllltllllll 



iiililliiiiiiiiiiiiiiiiillliiiiiiliiMiiiiiiiiiiiiiiiiiiiin 



iiitlililiililliiiliiiiiiliiliiilliiiiiiiiiiiiiiltiiiiiliin 



iiiiiiiiiiiililliiililiiiiiiliiiiiiiiiiiiiiiliiiniiiliiliil 



iiiimniiiiiiii Minim 



iiiiiiiiiiiiiiiiiiiiiiiniiiiiiti 

rATT AAAGAGG CAATGA CT 684 



mini 



1ATATGGCTGTTACTTTTAATGGA 840 
Itlllllilillllltillllflllllltllllltllllllllllillllll 



llllllllllllinilllltlllllllllllllllllllllillltlllllllllllll 



lATGGTTCTGACAATGACTGA 957 

1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i F 1 1 r 1 1 1 1 i 1 1 1 1 1 1 )( I F 1 1 1 1 1 1 1 1 1 1 1 

ATTTTCAATGATGCATTGGTTTTCTTACCTCCAAATGGTTCTGACAATGACrGA 1061 



RESULT 4 
AAX52273 

ID AAX52273 standard; 



DNA; 1572 BP. 



DT 25-JUN-1999 (first entry) 
XX 

DE Protein PRO310 cDNA clone DNA43046-1225. 
XX 

KW Secreted protein; transmembrane protein; human; enterocolitis; 

KM Zollinger- Ellison syndrome; gastrointestinal ulceration; 

KW congenital microvillus atrophy; skin disease; cell growth ; 

KW abnormal keratinocyte differentiation; psoriasis; epithelial cancer; 

KW Parkinson's disease; Alzheimer's disease; ALS; neuropathy; f ibromodulin; 

KW dermal scarring; Usher Syndrome; Atrophia areata; ant i -thrombotic; 

KW wound healing; tissue repair; ss. 

XX 

OS Homo sapiens. 
XX 

PN W0991432B-A2. 



PD 2S-MAR-1999. 



9? 


16 


-SEP-199B 


98WO-US0 19330. 


XX 












PR 


1 


-SEP 


1997 


97US 


•0059113P. 




17 


-SEP 


1997 


97US 


0059115P. 


DO 

PR 




-SEP 


1997 


97US 


0059117P. 


PR 


17 


-SEP 


1997 


97US 


O0S9119P. 


PR 


17 


-SEP 


1997 


97US 


0059121P. 


PR 


17 


-SEP 


1997 


97US 


00S9122P. 


PR 


17 


-SEP 


1997 


97US 


0059184P. 


PR 


18 


-SEP- 1997 


97US 


0059263P. 


PR 


18 


-SEP 


1997; 97US-O0S9266P. 


PR 


15 


-OCT 


1997; 97US 


■0062125P. 


PR 


17 


-OCT 


1997; 97US 


0062285P. 


PR 


17 


-OCT 


1997 


97US 


•0062287P. 


PR 


21 


-OCT 


1997 


97US 


O063486P. 


PR 


24 


-OCT 


1997 


97US 


-0062B14P. 


PR 


24 


-OCT 


1997 


97US 


0062B16P. 


PR 




-OCT 


1997 


97US 


0063045P. 


PR 


24 


-OCT- 


1997 


97US 


0063120P. 


PR 


24 


-OCT 


1997 


97US 


0063121P. 


PR 


24 


-OCT- 


1997; 97US 


0063127P. 


PR 


24 


-OCT- 


1997 


97US 


0063128P. 


PR 


27 


-OCT- 


1997 


97US 


0063327P. 


PR 


27 


-OCT- 


1997 


97US 


0063329P. 


PR 


28 


-OCT 


1997 


97US 


0063S41P. 


PR 


28 


•OCT 


1997 


97US 


0063542P. 


PR 


2B 


-OCT 


1997 


97US 


0063S44P. 


PR 


2B 


-OCT 


1997 


97US 


0063549P. 


PR 


2B 


-OCT 


1997 


97US 


0063550P. 


PR 


28 


-OCT- 


1997 


97US 


0063564P. 


P a 


3 o 


-OCT 


1997 


97US 


0063435P. 


PR 




-OCT- 


1997 


97US 


0063704P. 




2 


-OCT 


1997 


97US 


0063732P . 


DO 




-OCT 


1997 


97US 


0063734P . 


DO 




-OCT 


1997 


97US 


006373SP. 


DO 




-OCT- 


1997 


97US 


0063738P. 


DO 




-OCT 


1997 


97US 


0064215P. 




I] 


-OCT 


1997 


97US 


0063870P. 


DO 


~z 


-OCT 


1997 


97US 


0064103P. 


DO 




-NOV 


1997 


97US 


0064248P. 


DO 

PR 


rri 


-NOV 


1997 


97US 


0064809P. 


PR 


12 


-NOV- 1997; 97US 


006S186P. 


PR 


1^ 


-NOV- 1997; 97US 


006S846P. 


PR 




-NOV 


1997 


97US 


006S693P. 


PR 


21 


-N0V- 


1997 


97US 


0066120P. 


PR 


21 


-NOV- 


1997 


97US 


0066364P. 


PR 


24 


-NOV- 


1997 


97US 


00664S3P. 




24 


-NOV- 


1997 


97US 


0066466P. 


PR 


24 


-NOV- 


1997 


97US 


0066511P. 


PR 


24 


-NOV- 


1997 


97US 


0066770P. 


PR 


24 


-NOV- 


1997 


97US 


0066772P. 


PR 


25 


-NOV- 


1997 


97US 


0066840P. 


XX 












PA 


(GETH } 


GEN1 


SNTECH INC. 


XX 












PI 


Hex 


xJ Wl 


, Gumey AL 


Goddard 


XX 













Chen J, Yuan J; 



WPI; 1999-229533/19. 
P-PSDB; AAY13402. 



PT New isolated human genes and polypeptides used in, e.g. treatment of 

PT gastrointestinal ulceration. 

XX 

PS Claim 2; Fig 119; 320pp; English. 
XX 

CC AAX52213-74 encode secreted and transmembrane human proteins, and are 

CC obtained from cDNA libraries, prepared from fetal lung, fetal kidney, 

CC fetal brain, fetal liver and fetal retina. The encoded polypeptides have 

CC specific uses based on their homology to known polypeptides, e.g. PR0211 

CC and PR0217 can be used for disorders associated with the preservation and 

CC maintenance of gastrointestinal mucosa and the repair of acute and 

CC chronic mucosal lesions (e.g. enterocolitis, Zollinger-Ellison syndrome, 

CC gastrointestinal ulceration and congenital microvillus atrophy) , skin 

CC diseases associated with abnormal keratinocyte differentiation (e.g. 

CC psoriasis, epithelial cancers such as lung squamous cell carcinoma of the 

CC vulva and gliomas), potent effects on cell growth and development, 

CC diseases related to growth or survival of nerve cells including 

CC Parkinson's disease, Alzheimer's disease, ALS, neuropathies or cancer. 

CC PR0265 can be used as for f ibromodul in, e.g. for reducing dermal 

CC scarring. PR0264 can be used as a target for ant i -tumor drugs. PR0533 may 

CC be used in the treatment of Usher Syndrome or Atrophia areata; PR0269 can 

CC be used as an ant i -thrombotic agent; PR0287 polypeptides and portions may 

CC have therapeutic applications in wound healing and tissue repair; PR0317 

CC can be used for treating problems of the kidney, uterus, endometrium, 

CC blood vessels, or related tissue, e.g. in the heart of genital tract 

XX 

SQ Sequence 1572 BP; 499 A; 254 C; 330 G; 489 T; 0 U; 0 Other; 



Query Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 2; Length 1572; 
Pred. No. 7. Be- 263; 

Mismatches 0; Indels 0; 



Oy 


l 


Db 


Bl 


Oy 


61 


Db 


141 


oy 


121 


Db 


201 


Oy 


1B1 


Db 


261 


Oy 


241 


Db 


321 


Oy 


301 



1 1 1 1 1 1 1 1 1 M 1 1 M M r 1 1 1 1 1 1 1 M 1 1 1 M M 1 1 1 1 1 1 1 1 M 1 1 1 1 1 J 1 1 M ( 1 1 1 1 1 



llllllllllllllllillllllllllll IIIIIIMIIIIIIIIIHIIIIIM Mill 



inifllllllllllllllMlillllllllllllllMlllllltllllllllllllll 

CfcTCATCA<XTA«AGCTCCTAACAAAGAAfiATAT 260 
ATGGAGCT CAGTAAGAG CTTT CGAGTAT A CTGT ATTATCCTTGTAAAA CCCAAAGATGTG 240 

111 I II IMIIMIMIIIIMMINMIII I II I IIMIIM III III llllll III I 



Ml Ml I Mill IMIIIIIIIIIIIIIII II I II I IIMIIM III lllllllll III I 



Mllllllllllllllllllllllllfllllllllllllllllltllllllillllllll 



381 AGTT CTGAAAATGTTAAAGTGTTTGAGT CAATT AAT A TGGA CA CAAATGA CATGTGGTTA 440 



Oy 



0y 



361 ATGATGAGAAAAGCTTACAAATACGCCTTTGATAACT^ 420 

llllll Illlllllllllllllllllllll I II 

441 ATGATGAGAAAAGCTTACAAATACGCCTTTGATAACTATAGAGA 500 

421 TTCCTTGCACGCCCCACTACC^TTTGCTATCATTCAAA^ 4 B0 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIHIIIIIIIIIII IIIIII Minil 

501 TT CCTTG CA CG CCCCACTACGTTTGCTA T CATTGAAAA CCT AAAGT ATTTTTTGTT AAAA 560 

481 AAGGAT C CA T CA CAG CCTTT CTAT CT AGG CCA CA CT ATAAAA T CTGGAGA CCTTGAAT AT 540 

iiimiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiimiiiiiiiiimiiiiiii 

561 AAGGATCCATCACAGCCTTTCTATCTAGGCCACACTATAAAATCTGGAGAC^ 620 

541 GTGGGTATGGAAGGAGGAATTGTCTTAAGTCrTAGAATCAATGAAA 600 

llllllllllllllllllllllllilllllllilllllllllllimilllllllllll 

621 GTGXjGTATGGAAGGAGGAATTGTCTTAAGTGTAGAATCAATCAAAAGA 680 

601 CTCAATATCCCAGAAAAGTGTCCTGAACAGGGAGGGATGATTTC^ 660 

IIMIIillllllllllllllllllllllllillllllMIIIIIIIIMIIIIilllll 

681 CTCAATATCCCAGAAAAGTCTCCTGAACAGC^AGGGATC^ 740 

661 AAACAGCTAGCAGTTTGCCTGAAATATGCTGGAGTATTTGCAG 720 

MM IIIIIIIIIIIIIIIIIIIMIMIIIII Illlilimilllll 

741 AAACAGCTAGCAGTTTCCCTGAAATATGCTGGAGTATTTGCA 800 

721 GATGGAAAAGATGTATTTAATACCAAATCTGTTGGG CTTTCTATTAAAGAGG CAATGACT 780 

lllllllllllllllllll IIIIIIIIIIIIIIIIIIIMIIIIMIII lllllllllll 

801 GATGGAAAAGATCTATTTAATACCAAATCTGTTC^CTT^ CAATGACT 860 

781 T A T CA CCCCAA CCAGGT AGT AGAAGG CTGTTGTTCAGATATGG CTGTT A CTTTTAATGGA 840 

IIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIII 

861 T A T CA CCCCAA CCAGGT AGT AGAAGG CTGTTGTT CAGA T ATGG CTGTT A CTI T T AA TGGA 920 

841 CTGACT CCAAAT CAGATG CATtJTGATGATGT ATGGGGT A TA CCG CCTT AGGG CATTTGGG 900 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 

921 CTGACT03U^TCAGATGCATGTGATGATCTATC^ 980 



901 CATATTTTCAATGATGCATTGGTTTTCT 

llllll llll MM IIMIIIIIIIIII 

981 CAT A TTTT CAA TGATG CATTGGTTTT CI 



rACCTCCAAATGGTTCTGACAATGACTGA 957 
lilllllllllllllllllllllllllll 
rACCT CCAAATGGTT CT G ACAATGACTGA 1037 



RESULT 5 
ADC78652 

ID ADC786S2 standard; cDNA; 1572 BP. 
XX 

AC ADC7B652; 



DT 01-JAN-2004 (first entry) 
XX 

DE Human PRO310 cDNA. 
XX 

KW antiinf lamatory; antiulcer; cytostatic; antipaoriatic; antiparkinsonian; 

KW nootropic; neuroprotective; vaaotropic; chemotaxic; angiogenic; 

KW neurotrophic; osteopathic; antiasthmatic; antiarthritic; antirheumatic; 

KW ant iarterioacl erotic; cardiant; antidiabetic; cerebroprotective; 



4 



KM thrombolytic; iraminomodulator; enterocolitis; Zollinger- Bill son syndrome; 

KW gastrointestinal ulceration; psoriasis; cancer; Parkinson's disease; 

KW Alzheimer's; ALS; neuropathy; dermal scarring; wound healing; 

KW nerve repair; thrombosis; bone; cartilage formation; angiogenesis; 

KW asthma; rheumatoid arthritis; raultiple sclerosis; inflammatory disorder; 

KW atherosclerosis; cardiac injury; infertility; premature aging; AIDS; 

KW diabetes; stroke; gene therapy; transgenic; PRO; human; am, gene. 

XX 

OS Homo sapiens. 
XX 

PN WO200015796-A2. 
XX 

PO 23-MAR-2000. 
XX 

PP 1S-SEP-1999; 99WO-US021090 . 
XX 

PR 16-5EP-1998; 98KO-US01 9330 . 
XX 

PA {GBTH ) GENENTECH INC. 
XX 

PI Chen J, Goddard A, Gurney AL, Hi 1 Ian K, Pennica D , Wood WI; 

PI Yuan J; 

XX 

DR WPI; 2000-271434/23. 

DR P-PSDB; ADC7B653. 
XX 

PT Novel nucleic acids encoding secreted and transmembrane polypeptides with 

PT homology, e.g. to growth and cancer -associated antigens. 

XX 

PS Claim 2; SEQ ID NO 340; 3S5pp; English. 
XX 

CC The invention relates to a novel nucleic acid encoding a PRO polypeptide. 

CC The polypeptides and polynucleotides of the invention may be useful as 

CC research tools and as therapeutics for treating enterocolitis, Zollinger- 

CC Ellison syndrome, gastrointestinal ulceration, psoriasis, cancer, 

CC Parkinson's disease, Alzheimer's disease, ALS, neuropathies, dermal 

CC scarring and wound healing, nerve repair, thrombosis, bone and/or 

CC cartilage formation, angiogenesis, asthma, rheumatoid arthritis, multiple 

CC sclerosis, inflammatory disorders, atherosclerosis, cardiac injury, 

CC infertility, premature aging, AIDS, diabetes complications and stroke. 

CC The molecules may also be utilised during gene therapy procedures and 

CC transgenic animal production. The current sequence is that of the human 

CC PRO cDNA of the invention. 

XX 

SO Sequence 1572 BP; 499 A; 254 C; 330 G; 489 T; 0 Uj 0 Other; 

Query Match 100.0%; Score 957; DB 3; Length 1572; 

Best Local Similarity 100.0%; Pred. No. 7.8e-263; 

Matches 957; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Oy 1 ATGCTTTCTGAAAGCAGCTCCTTTTTGAAGGGTGTGATGCT^ 60 

lllllllllllllllllll MINIM I nMIIIHIMtlllMIIIIIMtllllll 

Db 81 ATGCTTTCTGAAAG CAGCTCCTTTTTGAAGGGTGTGATG CTTGGAAGCATTTTCTGTG CT 140 

Qy 61 TTCATCfcCTATCCTAGGACACMTAGGATTGCTCATGGAAAT 120 

MIIMMHIIMM MIMMMMIMIMMMMMIIIMMMIMIMMM 

Db 141 TTGATCACTATGCTAGC^CACATTAGGATTGGTCATGGAAATAGAATG CACCACCATGAG 200 



Qy 


121 


CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTTCAG 


180 




lllllllllll 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 | | | | | 




Db 


201 


CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTTCAGA 


260 


Oy 


iai 


ATGGAG CT CAGT AAGAG CnTTCGAGTAT ACTGTA TT A T CCTTGT AAAACCCAAAGATGTG 


240 




MMIMIMI MMMMIMIMM Mill II 1 1 1 1 1 1 1 1 




Db 


261 


ATGGAG CT CAGT AAGAG CTTT CGAGTATACTGT ATT A T CCTTTJT AAAACCCAAAGATGTG 


320 


Oy 


241 


ACTCTTTT3GGCTGCAGTAAAGGAGACTTGGACCAAACACT 


300 




MIMIIIIMIIMIMIIIIIIIIIIIMIIIIIIIIIMIIIIIIIIIIIIIIIIII 




Db 


321 


AGTrCTTTGGGCTGCAGTAAAGGAGACTTGGACCAAACACTGTC 


380 


Oy 


301 


AGTT CTGAAAATGTTAAAG TGTTTGAGT CAATTAATATGGA CA CAAATGACATGTGGTTA 


360 






II MMIIMI llimillllll MM II! M 1 HUM HI MMIM Ml Ml MM 




Db 


381 


AGTTCTGAAAA TOTT AAAGTGTTTGAGT CAA TT AATATGGA CA CAAATGACATGTGGTTA 


440 


Oy 


361 


ATGATGAGAAAAGCTTACAAATACGCCTTTGATAAGTATAGAGACO^ 


420 




MMMMMIIMIMIMMMMMIMMMMMMMIMM IMMMIMM 




Db 


441 


ATGATGAGAAAAG CTTA CAAAT ACG CCTTTGAT AAGTAT AGAGACCAAT A CAA CTGGTTC 


500 


Oy 


421 


TTCCTTGCACGCCCCACTACGlTTtJCTATCATTGAAAACCTAAACT 


480 




HIIIIIIII1IIIIIIIIIIIIIIIIIIIIIIIIIISIIIIIIIIIIIIIIIIIIIIII 




Db 


501 


TTCCTTGCACG CCCCACTACGTTTG CTATCATTGAAAACCTAAAGTATTTTITGTTAAAA 


560 


Oy 


481 


AAGGATCCATCACAGCL 1 1'1'CTATCTAGGCCACACTATAAAATCTGGAGACCTTGAATAT 


S40 






IIMMMMIMIIMIIMIMMMIIIMIMIIMMIIMM IMMIMMM 




Db 


561 


AAGGATCCATCACAGCCTTTCTATCTAGGCCACACTATAAAATCTGGAGACCTTGAATAT 


620 


Oy 


541 


GTtXiGTATGGAAGGAGGAATTGT CTTAAGTGT AGAAT CAA TGAAAAGA CTT AA CAG CCTT 


600 






II III 1 III II 1 III MMII III Ml MM Ml III III III III 1 II MM III III 1 




Db 


621 


GTGGCTATGCAAGGAGGAATTGTCTTAAGTCTAGAATCAATGAAAAG^ 


680 


Oy 


601 


CTCAATATCCCAGAAAA^GTGTCXrTGAACAGGGAGGGATGATTTG 


660 






llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


681 


CTCAATA T CCCAGAAAAGTGT CCTGAA CAGGGAGGGATGATTTGGAAGATAT CTGAAGAT 


74 0 


Oy 


661 


AAA CAG CT AGCAGTTTG CCTGAAATATG CTGGAGT ATTTG CAGAAAATG CAGAAGATG CT 


720 






iiiiiiiiiiiiiiiiiimiiiiiiiiiiiiiiiiiimiiiiiiiiiiiiiiiiii 




Db 


741 


AAA CAG CT AG CAIHTTG CCTGAAATATCCTGGAGT ATTTG CAGAAAATG CAGAAGATG CT 


800 


Qy 


721 


GATGGAAAAGATGT ATTT AA T A CCAAAT CTGTTGGG CTTT CT ATT AAAGAGG CAA TGACT 


780 




llllllllllllllllllllllilllllllllllllllllllllllllMIIIIIIIIII 




Db 


601 


GATGGAAAAGATGT ATTT AA T A CCAAA TCTGTTGGG CTTT CTATT AAAGAGG CAA TGACT 


860 


Oy 


781 


T AT CA CCCCAA CCAGGT AGT AGAAGG CTGTTGTT CAGATATGG CTGTTA CTTTTAATGGA 


840 






IMMMMMIMI III III III III 1 II 1 IMMIMMM IMIIIIMIMI MM 




Db 


661 


T AT CA CCCCAA CCAGGT AG T AGAAGG CTGTTGTT CAGATATGG CTGTTA CTTTTAATGGA 


920 


oy 


841 


CTGACT CCAAAT CAG ATG CATGTGATGATGTATGGGGTATACCGCCTTAGGG CATTTGGG 


900 






MMMMMIMM MMIMMMMMMMIMMMM IIIIIMMMII MM 




Db 


921 


CTGACTCCAAATCAGATCCATGTGATGATGTATGGGGTATACOT 


980 


Oy 


901 


CAT ATTTT CAATGA TG CA Tl'GG'rriTCTl A CCT C CAAATGG TT CTGA CAATGA CTGA 9S7 






MMMMMIMM MMIIMI MIMMMMIMIMMIMMMMMMI 




Db 


981 


CATATTTTCAATGATG CATTGGTTTTCTTACCTCCAAATGGTTCTGACAATGACTGA 1037 



Gen Core version 5.1.7 
Copyright (c> 1993 - 2006 Bioccoleration Ltd. 



OK nucleic - nucleic search, using iv model 



April 7, 2006. 00:23:36 ; Search tin© 221 Seconds 
(without alignments) 
7697.405 Million cell updates/sec 



Title: US-10-661-049-2 
Perfect score: 957 
Sequence : 



Scoring table: I DENT I TY_NUC 

10.0 , Oapext 1.0 



1 atgctttctgaaagcagctc. 



.atggttctgacaatgactga 957 



Searched: 1303057 acqs. 88B780828 residues 

Total number of hits satisfying chosen parameters: 2606114 

Minimum DB seq length: 0 

Maximum OB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 

Database : Iesued_Patents NA:« 

It /cgn2_6/ptodata/l/ina/l_COMB.seq:« 

2: /cgn2_6/ptodata/l/ina/S_COMB.aeq:» 

3: /cgn2~6/ptodata/l/ina/6A_COMa.seq:« 

4: /cgn2~6/ptodata/l/ina/6B_COKB.seq:* 

S: /cgn2~6/ptcdata/l/ina/H_COMB.seq:* 

6: /cgn2~6/ptodata/l/ina/PCTUS_COMB.seq:« 

7: /cgn2*6/ptodata/l/ina/PP_COKB.seq:* 

8: /cgn2_6/ptodata/l/ina/RE3cOKB.seq:* 

9: /cgn2_6/ptodata/l/ina/backf ileal. seq: ♦ 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



No. 


Score 


Match Length DB 


ID 






Description 




1 


957 


100.0 


1572 


3 


US 


09-907 


•794A-340 


Sequence 340, 


App 


2 


957 


100.0 


1572 


3 


US 


09-905 


•125A-340 


Sequence 340, 


App 


3 


957 


100.0 


1572 


3 


US 


09-902 


-775A-340 


Sequence 340, 


App 


4 


957 


100.0 


1572 


3 


US 


09-906 


•700-340 


Sequence 340, 


App 


5 


957 


100.0 


1572 


3 


US 


09-903 


-603A-340 


Sequence 340, 


App 


6 


957 


100.0 


1572 


3 


US 


09-904 


-920A-340 


Sequence 340, 


App 


7 


957 


100.0 


1572 


3 


US 


09-909 


-064-340 


Sequence 340, 


App 


a 


957 


100.0 


1572 


3 


us 


09-905 


3S1A-340 


Sequence 340, 


App 





9 


957 


100.0 


1572 


3 


US -09- 906-618-340 


Seou 
equence 




10 


957 


100.0 


1572 


3 


US-09-906-646-340 






11 


957 


100.0 


1572 


3 


US * 09 -904 -462-340 


Sequence 




12 


957 


100.0 


1572 


3 


US- 09- 902 -73 6A-340 


Sequence 




13 


957 


100.0 


1572 


3 


US -09-906-72 2A -340 






14 


9SS.4 


99.8 


1477 


3 


US- 09-620 -3120-831 


Seou'nca 




15 


420 


43.9 


604 


3 


US-09-513-999C-1156 


Sequence 




16 


420 


43.9 


605 


3 


US-09-513-999C-H57 


Sequence 




17 


53 


5.5 


1092 


3 


US-09-464 -03 5A- 12 






IB 


53 


5 . 5 


1560 


3 


US- 09- 976 -5 94 -2 98 


Sequence 




19 


53 


5. 5 


1794 


3 


US-09-464-035A-2 


Sequence 




20 


50 


5.2 


50 


3 


US-09-907-794A-345 


Sequence 




21 


50 


5.2 


50 


3 


US-09-905-125A-345 






22 


50 


5.2 


50 


3 


US -09- 90 2-77 5A -345 


equenc^ 
equ 




23 


50 


5.2 


50 


3 


US -09 -906 -700 -34 5 






24 


50 


5.2 


50 


3 


US-09-903-603A-345 


Seauence 




25 


50 


5.2 


50 


3 


US -09-904-92 OA -345 


Seauence 




26 


50 


5 . 2 


50 




US -09-909-064 -345 


Sequence 




27 


50 


5.2 


50 


3 


US-09-905-381A-345 


Sequence 
Sequence 




28 


50 


5.2 


50 


3 


US -09- 90 6-618-345 




29 


so 


5 . 2 


50 


3 


US- 09 -906 -646-345 


Sequence 




30 


50 


5.2 






US-09-904 -462-345 


Sequence 




31 


50 


5.2 


50 




US-09-902-736A-345 






32 


50 


5.2 


SO 


3 


US -09- 90 6-72 2A -345 


Seauence 
equ 




33 


46.6 


4 . 9 


1092 


3 


US -09-464 -035A- 13 






34 


46.6 


4. 9 


1440 


3 


US-09-464 -03SA-4 


equ 




35 


44 .8 


4.7 


1170 


3 


US -09 -464 -03 5A- 15 






36 


44.8 


4.7 


1172 


3 


US-09-464 -035A-8 


Sequence 




37 


42.2 


4.4 


478 


3 


US-09-270-767-1992 


Sequence 




38 


42.2 


4.4 


478 


3 


US-09-270-767-17274 


Sequence 




39 


41.6 


4.3 


1092 


3 


US-09-464-03SA-14 


Sequence 




40 


41.6 


4.3 


1469 


3 


US-09-464-035A-6 


Sequence 


c 


41 


40 


4 . 2 


7218 


2 


US-08-232-463-14 


Sequence 




42 


39.6 


4.1 


4437 


3 


US-09-487-S58B-51 


Sequence 


c 


43 


38. B 


4.1 


3030 


3 


US-09-693-146-3 


Sequence 




44 


38.6 


4.0 


2836 


3 


US-09-1S7-257-3 


Sequence 


c 


45 


38.4 


4.0 


1497 


3 


US-09-220-132-94 


Sequence 



340. App 
340. App 
340, App 
340, App 
340, App 
831, App 

1156. Ap 

1157, Ap 

12. Appl 
298, App 

2. Appli 
345. App 
345, App 
345, App 
345, App 
345, App 
345, App 
345, App 
345. App 
345, App 
345. App 
345, App 
345, App 
345, App 

13. Appl 
4. Appli 
15, Appl 
8, Appli 
1992, Ap 
17274, A 

14. Appl 
6, Appli 
14. Appl 
51, Appl 

3. Appli 
3. Appli 
94. Appl 



ALIGNMENTS 



RESULT 1 

US-09-907-794A-340 

Sequence 340, Application US/09907794A 
Patent No. 6635468 
GENERAL INFORMATION: 

APPLICANT: Genentech, Inc. 

APPLICANT: Ashkenazi. Avi 

APPLICANT: Botstein, David 

APPLICANT: Desnoyers, Luc 

APPLICANT: Eaton, Dan L. 

APPLICANT: Ferrara, Napoleone 

APPLICANT: Filvaroff, Ellen 

APPLICANT: Fong. Sherman 

APPLICANT: Gao, Wei-Qiang 

APPLICANT: Gerber, Hanspeter 



APPLICANT: Gerritsen, Mary E. 
APPLICANT: Goddard, A. 
APPLICANT: Godoweki, Paul J. 
APPLICANT: Grimaldi, Christopher J. 
APPLICANT: Gurney, Austin L. 
APPLICANT: Hillan, Kenneth, J. 
APPLICANT: Kljavin, Ivar J. 
APPLICANT: Mather, Jennie P. 
APPLICANT: Pan, James 
APPLICANT: Paoni, Nicholas F. 
APPLICANT: Roy, Margaret Ann 
APPLICANT: Stewart, Timothy A. 
APPLICANT: Turaae, Daniel 
APPLICANT: Williams, P. Mickey 
APPLICANT: Wood, William. I. 

TITLE OF INVENTION: Secreted and Transmembrane Polypeptides and Nucleic 
TITLE OF INVENTION : Acids Encoding the Same 
FILE REFERENCE : 10466-14 

CURRENT APPLICATION NUMBER: US/09/907 , 794A 
CURRENT FILING DATE: 2001-07-17 
PRIOR APPLICATION NUMBER: PCT/US00/04414 
PRIOR FILING DATE: 2000-02-22 
PRIOR APPLICATION NUMBER: US 60/143,046 
PRIOR FILING DATE: 1999-07-07 
PRIOR APPLICATION NUMBER: US 60/145,698 
PRIOR PILING DATE: 1999-07-26 
PRIOR APPLICATION NUMBER: US 60/146,222 
PRIOR FILING DATE: 1999-07-28 
PRIOR APPLICATION NUMBER: PCT/US99/20594 
PRIOR FILING DATE: 1999-09-OB 
PRIOR APPLICATION NUMBER: PCT/US99/20944 
PRIOR FILING DATE: 1999-09-13 
PRIOR APPLICATION NUMBER: PCT/US99/21090 
PRIOR PILING DATE: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/21S47 
PRIOR FILING DATE: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/230B9 
PRIOR FILING DATE: 1999-10-05 
PRIOR APPLICATION NUMBER: PCT/US99/2B214 
PRIOR FILING DATE: 1999-11-29 
PRIOR APPLICATION NUMBER: PCT/US99/2B313 
PRIOR FILING DATE: 1999-11-30 
PRIOR APPLICATION NUMBER: PCT/US99/28564 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/28S65 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/30095 
PRIOR FILING DATE: 1999-12-16 
PRIOR APPLICATION NUMBER: PCT/US99/3091 1 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US99/30999 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US00/00219 
PRIOR FILING DATE: 2000-01-05 
NUMBER OF SEO ID NOS: 423 
SEO ID NO 340 
LENGTH: 1572 



; TYPE: DNA 

; ORGANISM: Homo Sapien 

US-09-907-794A-340 

Query Match 100.0%; Score 957; DB 3; Length 1572; 

Best Local Similarity 100.0%; Pred. No. l.le-279; 

Matches 957; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
Qy 1 ATGCTTTCTGAAAGCAGCTCCTTTTTGAAGGGT/GTGATG CTTGGAAGCATTTTCTGTGCT 60 

I III III IIMIMM Ml II I III Ml IMM I Ml Ml III III III Ml II I III || 

Db 81 ATG CITTCTGAAAGOVGCTCCTTTTTGAAGGGTGTGATG CTTGGAAG CATTTTCTGTG CT 140 

Qy 61 TTGATCACTATGCTAGGAtaCATTAGGATTGGTCATGGAAATAGAATGC^ 120 

mm 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 m 1 1 1 1 1 1 1 1 r I I I I I I I I I I I I I I I 1 

Db 141 TTGATCA CTATG CTAGGACACATT AGGATTGGT CATGGAAA T AGAA TG CA CCA CCATGAG 200 

Qy 121 CATCATCACCTACAAG CTCtTAACAAAGAAGATATCTTGAAAATTTCAGAGGATGAGCGC 180 

J 1 1 f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 201 CATCATCACCTACAAG CTCCTAACAAAGAAGATATCTTGAAAATTTCAGAGGATGAGOGC 260 

Qy 181 ATGGAGCTCAGTAAGAGCTTTOGAGTATACTGTATTATCCTTCTAAM 240 

iiiiiiiiiiiiiiiii nun urn i iiiiiiii 

Db 261 ATCGAGCTCAGTAAGAGCTTTCrjAGTATAC^ 320 

Qy 241 AGTCTTTGGGCTGCACTAAAG^AGACTTG^ACCAAACACTGTGACAAM CAGAGTTCTTC 300 

I III Ml IMMI Ml III MUM III MUM III Ml MUM Ml III Ml Ml II 

Db 321 AGTCTTTGGGCTG CAOTAAAQGAGACTTOGACXAAACACTGTGACAAAGCAGA G 'TT CTTC 380 

Qy 301 AGTTCTGAAAATGTTAAAGTGTTTCAGTCAATTAATAltXS^ 360 

I III III MUM III III III MIMMIIIMMIIIIIII III III MIIIMM M 

Db 381 AGTTCTGAAAATtSTTAAAGTCrrTrGAGT 440 

Qy 361 ATGATGAGAAAAG CTTACAAATACGCCTTTGATAAGTATAGAGACCAATACAAC1X3GTTC 420 

iiiimiiiiiiMimi i mini iiiiiimimm 

Db 441 ATGATGAGAAAAG CTTA CAAAT ACCCCTTTGAT AAGT ATAGAGA CCAATA CAA CTGGTTC 500 

Qy 421 TTCCTTCCACGCCCCACTA (A»l * riXj CTATCATTGAAAACCrAAAGTAT 480 

I I I I I I I 1 I I I I I i M I I I I I I I I I I II I I I I I I I I I [ I 

Db 501 TTCCTTGCACGCCCCACTACGTTTGCTATCATTGAAAACCTA 560 

Qy 481 AAGGATCCATCAQUjCCTTTCTATCTAGGCCACACTATAAAATCTTXy 540 

imiiiiiiiiiiiiiiiiiiiiiiiiiiimimiiiiiiiiiiimimiiii 

Db 561 AAGGATCCATCACAGCCTTTCTATCTAGG CXACACTATAAAATCTGGAGACCTTGAATAT 620 

Qy 541 GTGGGTATGGAAGGAGGAATTGTCTTAAGTCTAGAATC^ 600 

mil 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r J J I I I 1 1 1 I J I t I I I ■ I J I I 

Db 621 GTGGGTATGGAAGGAGGAATTGTCTTAAGTGTAGAATCAATGAAAAGA 680 

Qy 601 CTCAATATCCCAGAAAAGTGTCCTGAAO«»GAGGGATCA 660 

limililllllllllMIIIIIIIIIIMIIIIIIIIfllimilllllllllllll 
Db 681 CTCAATATCCC^GAAAAGTGTCCTGAACAGGGAGGGATGATTTGGA 740 



Qy 661 AAACAGCTAGCAG r ITGCXTGAAA TATGCTGGAGTA TTTGCAGAAAATGCAGAAGA TGCT 720 

1 1 1 1 1 r f 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ■ 1 1 1 1 1 

Db 741 AAACAGCTAGCAGTTTCCCTGAAATATGCTGGAGTATTTC BOO 

Qy 721 GATGGAAAAGATGTATTTAATACCAAAT C IG 1 1 GGGCTTT CTATTAAAGAGGCAA TGA CT 780 



Db 


601 


oy 


781 


Db 


B61 


oy 


841 


Db 


921 


oy 


901 


Db 


981 



iiiiiiiiiiiiiiiiiiiitiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiniiii 



iiiniiiiiiimiiiiiiii 



mimiiimiiiiiiiiiiiiiiiiiiiii 



iiiiiiiiiiiiiiiiiiiiiiiiiiiiitiiiiiiiiiiiiiiiiiiii 



iiiiin 



ATATTTTCAATGATCCA ri^'lTriC'riACCTCCAAATt3GrrrCTtIACAATt»ACTXIA 957 
llllllllllllllllllltillllllllltllllllllllillllllllllllll 
ATATTTTC^TGATGCATTOSTTTrCTTACCT 1037 



RESULT 2 

US-09-905-125A-340 

Sequence 340, Application US/ 09905 USA 
Patent No. 6664376 
GENERAL INFORMATION: 
APPLICANT : Genentech. Inc. 

Aohkenazi, Avi 
Botatein, David 
Deanoyera . Luc 
Eaton, Dan L. 
Ferrar*, Napoleons 
FilvaroCf, Ellen 
Fong, Sherman 
Gao. Wei-Qiang 
Gerber. Hanspeter 
Gerritaen, Mary E. 
Goddard. A. 
Godowaki, Paul J. 
Griraaldi, Chriatopher J. 
Gumey, Auatin L. 
Hi 1 lan, Kenneth, J. 
Kljavin, Ivar J. 
Mather, Jennie P. 
Pan, Jamea 
Paoni, Nicholaa P. 
Roy, Margaret Ann 
Stewart, Timothy A. 
Tu.-na a, Daniel 
Williams, P. Mickey 
Wood, William, I. 

Secreted and Transmembrane Polypeptides and Nucleic 
Acida Encoding the Same 



APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
TITLE OF INVENTION: 
TITLE OF INVENTION : 



FILE REFERENCE: 10466-14 
CURRENT APPLICATION NUMBER: US/09/905, 125A 
CURRENT FILING DATE: 2001-07-12 
PRIOR APPLICATION NUMBER ; PCT/US0O/04414 
PRIOR FILING DATE: 2000-02-22 
PRIOR APPLICATION NUMBER: US 60/ 14 3. 04 B 
PRIOR FILING DATE: 1999-07-07 
PRIOR APPLICATION NUMBER: US 60/145,698 
PRIOR FILING DATE: 1999-07-26 



PRIOR APPLICATION NUMBER: US 60/146.222 
PRIOR FILING DATE: 1999-07-28 
PRIOR APPLICATION NUMBER: PCT/US99/20594 
PRIOR FILING DATE: 1999-09-08 
PRIOR APPLICATION NUMBER: PCT/US99/20944 
PRIOR FILING DATE: 1999-09-13 
PRIOR APPLICATION NUMBER: PCT/US99/21090 
1999-09-15 

(UMBER: PCT/US99/21S47 
1999-09-15 

PCT/US99/23089 
999-10-05 

PRIOR APPLICATION NUMBER: PCT/US99/28214 
PRIOR PILING DATE: 1999-11-29 
PRIOR APPLICATION NUMBER: PCT/US99/28313 
PRIOR FILING DATE: 1999-11-30 
PRIOR APPLICATION NUMBER: PCT/US99/28564 
PRIOR FILING DATE: 1999-12-02 

UMBER: PCT/US99/28S65 
1999-12-02 

UMBER: PCT/US99/30095 
1999-12-16 

UMBER: PCT/US99/ 30911 
1999-12-20 

PRIOR APPLICATION NUMBER: PCT/US99/30999 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US00/002 19 
PRIOR FILING DATE: 2000-01-05 
NUMBER OF SEQ ID NOS: 423 
SE0 ID NO 340 

LENGTH : 1572 

TYPE: DMA 

ORGANISM: Homo Sapien 
US-09-905-125A-340 



PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE: 



PRIOR APPLICATION 
PRIOR PILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE; 



Query Match 100.0%; Score 9S7; DB 3; Length 1572; 

Beat Local Similarity 100.0%; Pred. No. l.le-279; 

Matches 957; Conaervative 0; Miamatchea 0; Indele 0; Gapa 0 
Oy 1 ATG CTTTCTGAAAGCAGCTC C ' lTrrili AAGGGTGTGATG CTTGGAAGCATTTTCTG T GCT 60 

iiiiiiiniiiiiiiiiii iiiiiii niiHniiiiiiHiiiiiniiiuiiiii 

Db 81 ATGCTTTCTGAAAGCAGCTCrCTTTTTGAAGGGTGTGATG CTTGGAAGCATTTTCTGTGCT 140 

0y 61 TTGATCACTATCCTAGGACACATTAGGATTGGTCATGG 120 

lllllllltllllltllllllllltllllllllllllllllllllllllitlllllllll 
Db 141 TTGATCACTATGCTAGGACACATTAGGATTGGTCATGGAAATAGAATG CACCACCATGAG 200 

Oy 121 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTT 180 

llllllllllllllllfllllllllllllllllllljllllllltlllllllllllllll 
Db 201 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTTCAGA 260 

Oy 1B1 ATGGAGCTCAGTAAGAGCTTTCGAGTATACTGTATTATCCTTGTAAAACCCAAAGATGTG 240 

lllllllllinillllltllllllMllllllllllilllllllllllllllillllll 
Db 261 ATGGAG CTCAGTAAGAG CTTT CGAG TA T ACTG T A TT AT CCTTGTAAAACC CAAAGATGTG 320 

Oy 241 AGTCTTTGGGCTGCAGTAAAGGAGACTTGGACCAAACACTGTGACAAAGCAG 300 

IIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIItillMIM! 



Oy 
Db 
Qy 



Oy 

Db 

Oy 



oy 
Db 



321 AGTCTTTGGGCTGCAGTAAAGGAGACTTCGACCAAACACTGTGACAA 380 

301 AGTTCTGAAAATGTTAAAGTGTTTGACTCAATT^ 360 

lllllllllllllllllllllllllllltllltllllltllllllllllllllllllill 
381 AGTTCIXIAAAATGTTAAAGTGTTTCAGTCAATTAATATGGACAC^^ 440 

361 ATGATGAGAAAAGCTTACAAATACGCCTTTGATAACT^ 420 

lllllllllllllltMllllllltlllllllllllilllllllllllMIIIIIIIIII 

441 ATGATGAGAAAAGCTTACAAATACGCCTTTGATAACT^ 500 
421 TTCCTTGCACG CCCCACTACGTTTG CTATCATTGAAAACCTAAAGTATTTTTTGTTAAAA 480 

IIIIIIIIIIIIMIIIMIIIIIIIMIIIIIIIIIIIIIIIIMIMIIIIIIIIIII 

501 TT CCTTG CACG C CCCACTA CGTTTG CTAT CATTGAAAACCT AAAGT A1TTTTTGTTAAAA 560 
481 AAGGATCCATCACAGCCTTTCTATCTAGGCCACACTATAAAATCTCG^^ 540 

iimiiiiiiiiiiiiiiiimiiiiiiiiiiiiiiiiiiiiiiMmiiiiiiiii 

561 AAGGAT CCA T CA CAG CCTTT CTAT CTAGG CCA CA CTAT AAAAT CTGGAGA CCTTGAA TAT 620 

541 GTGGGT A TGGAAGGAGGAA TTGT CTT AAGTGTAGAAT CAATGAAAAGACTT AA CAG C CTT 600 

llllilillllllllllllllltlllllllllltllllllilllltllllilllllllll 
621 GTGGGTATGGAAGGAGGAATTGT CTTAAGTGTAGAATCAATGAAAAGACTTAACAGCCTT 6B0 

601 CTCAATATCXXAGAAAACTXTTCCTGAACAGGGAGGGATGA 660 

lllllllllllllllllllllllllllllilllllllllllllllllllllillilllll 
681 CTCAATATCXXAGAAAAGTGTCCTGAACAGGGAGG^ 740 

661 AAA CAG CTAGCAGTTTGCCTGAAATATCCTGGAGTATTTGCAGAAAATGCAGAAGATG CT 720 

■ 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 

741 AAA CAG CT AG CAGTTTG CCTGAAAT ATG CTGGAGTA TTTG CAGAAAA TGCAGAAGATG CT 800 
721 GATGGAAAAGATGT ATTT AAT A CCAAAT CTGTTGGG CTTT CT ATT AAAGAGG CAATGA CT 780 

llllllllllllillilllllllllllllltlllllllllllllllllllllllllllil 

601 GATGGAAAAGATGTATTTAATACCAAATCTGTTGGGCTITCTATTAAAGAGGCA^ 860 
781 TATCACCCCAACCAGGTAGTAGAAGGCTG nviTCAGATATGGCTXTITACTTTTAATGGA 840 

1 1 III U Illlllllllllltlll IIIIIIIIIIIMIIIIIIIIIIII 

861 T ATCA CCCCAACCAGGTAGTAGAAGGCTG TTU 1 "1 CAGATA TGG CTGTTACTTTT AATGGA 920 
841 CTGACTCCAAAT CAGATGCATGTGA TGATGT ATGGGGTA TA CCG C CTTAGGG CATTTGGG 900 

Mil Mlillii IIIIIIMIIIItlMltllllllllllllll 

921 CTGACTCCAAATCAXSATGCATCmSATGATGTATGGGaTATACOT 980 
901 CATA ri u IT CAATGATGCATTGO i I riL"i"i ACCTCCAAATGGTTCTGA CAATGA CTGA 957 

iiiiin ii i f 1 1 1 1 1 1 1 1 r ■ 1 1 j 1 1 1 1 j 

981 CATATTTT CAATGA TGCAT TOG rTTTCn ACCTCCAAATCKnTCTGACAATGACTGA 1037 



RESULT 3 

US-09-902-775A-340 

; Sequence 340, Application US/09902775A 

; Patent No. 6686451 

; GENERAL INFORMATION: 

; APPLICANT: Genentech, Inc. 

; APPLICANT: Aehkenazi, Avi 

; APPLICANT: Botatein, David 

; APPLICANT: Desnoyera, Luc 

; APPLICANT: Eaton, Dan L. 



APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT : 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
TITLE OF INVENTION; 
TITLE OF INVENTION; 



Ferrara, Napoleone 
Filvaroff, Ellen 
Fong, Sherman 
Gao, Wei-Qiang 
Gerber, Hanapeter 
Gerritaen, Mary E. 
Goddard, A. 
Godowaki, Paul J. 
Grimaldi, Chriatopher J. 
Gurney, Auatin L. 
Hi 1 lan, Kenneth, J. 
Kljavin, Ivar J. 
Mather, Jennie P. 
Pan, Jamea 
Paoni, Nicholas F. 
Roy, Margaret Ann 
Stewart, Timothy A. 
Tumaa, Daniel 
Williams, P. Mickey 
Wood, William, I. 

Secreted and Tranemembrane Polypeptides and Nucleic 
Acids Encoding the Same 



FILE REFERENCE : 10466-14 
CURRENT APPLICATION NUMBER: US/09/902. 775A 
CURRENT FILING DATE: 2001-07-10 
PRIOR APPLICATION NUMBER: PCT/USOO/04414 
PRIOR FILING DATE: 2000-02-22 
PRIOR APPLICATION NUMBER: US 60/143,048 
PRIOR FILING DATE: 1999-07-07 
PRIOR APPLICATION NUMBER: US 60/145,698 
PRIOR FILING DATE: 1999-07-26 
PRIOR APPLICATION NUMBER: US 60/146,222 
PRIOR PILING DATE: 1999-07-28 
PRIOR APPLICATION NUMBER: PCT/US99/20594 
PRIOR FILING DATE: 1999-09-08 
PRIOR APPLICATION NUMBER: PCT/US99/20944 
PRIOR FILING DATE: 1999-09-13 
PRIOR APPLICATION NUMBER: PCT/US99/21090 
PRIOR FILING DATE: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/21547 
PRIOR PILING DATE: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/23089 
PRIOR FILING DATE: 1999-10-05 
PRIOR APPLICATION NUMBER: PCT/US99/28214 
PRIOR FILING DATE: 1999-11-29 
PRIOR APPLICATION NUMBER: PCT/US99/28313 
PRIOR FILING DATE: 1999-11-30 
PRIOR APPLICATION NUMBER : PCT/US99/2B564 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/28565 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/3009S 
PRIOR FILING DATE; 1999-12-16 
PRIOR APPLICATION NUMBER: PCT/US99/30911 
PRIOR FILING DATB: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US99/30999 
PRIOR FILING DATB: 1999-12-20 



PRIOR APPLICATION NUMBER: PCT/US00/00219 
PRIOR PILING DATS: 3000-01*05 
NUMBER OF SEQ ID NOS : 423 
SEQ ID NO 340 
LENGTH : 1573 
TYPE: DNA 

ORGANISM: Homo Sapien 
US-09-902-77SA-340 



Query Match 100.0%; 
Bast Local Similarity 100. at; 
Matches 957; Conservative 0 



Score 957; DB 3; Length 1572; 
Pred. No. l.le-279; 

Mismatches 0; Indels 0; 



Gaps 



Oy 1 ATGIT 1 '1 L'1X_AAAGCAGCTCCTTTTTUAAGGGTGTGATGCTT^ 60 

II Ml MUM I llltl I II I llllll III IN llllll III Ml III llllll Ml III 

Db 81 ATCCTTTCTOAAACCACCTC CTm ' lU AACOOTOT^ 140 

Oy 61 TTGATCACTATGCTAGGACACATTAGGATTGGTCATGGAAATAGAATG^ 120 

i i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 m 1 1 j i j 1 1 1 1 1 1 j 1 1 1 1 j 1 1 1 1 1 1 

Db 141 TTGATCACTATGCTAGGACAGAITAGGATrGGTCATGGAAATAGAATC 200 

Oy 121 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCT^^ 180 

201 jj^f jj^} jx^j^ IJL1JLLLL1 JJ, 1JLL?JJLJL1jL1sL11 JLI J,i i^LLLULi-i J iJLlJLlsLLIAJLSpaLdaL 2*0 



oy 

Db 

Oy 



181 ATGGAGCTCAGTAAGAGCTrTOGAGTATACrOT^ 240 

1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 

261 ATGGAG CTCAGTAAGAG CTTT CGAGTATA CTGT ATT AT CCTTGT AAAA CCCAAAGATGTG 320 
241 AGTCTTTGGGCTGCAGTAAAGGAGACTrGGACCAAACACTGTGACAA 300 

i r 1 1 1 1 m i n m 1 1 1 1 m 1 1 1 1 1 1 1 1 n i m 1 1 1 m m 1 1 1 1 1 1 1 1 1 1 m 1 1 1 1 1 1 r m 

321 AGTCrTTGGGCTGawn-AAAGGAGACTTGGACCAAAW 380 



301 AGTTCTCAAAATCTTAAACrrGTTTGAGTCAATTAATATG^ 360 

1 1 1 1 1 1 1 1 1 r i r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 m 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

381 AGTTCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATGGAC^ 440 



361 ATGATGAGAAAAGCrTACAAATACGCCTTTGATAAGTATAGAGACCAATACAACTGGTTC 420 

r 1 1 1 m J 1 1 1 1 1 1 1 1 1 i J i J 1 1 1 1 m 1 1 1 i j 1 1 j j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j r 1 1 1 1 1 

441 ATGATGAGAAAAGCTTACAAATACGCCTTra 500 
421 TTCXTTGCAOGCCCCACrACGTTTGCTATOVTTGAAAACCTAAAGT 480 

1 1 1 1 1 II I M 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M I M 1 1 1 1 1 M Ml 

501 TTCCTTGCACQCCCCACTACXnTTCCTATCATTGA 560 



Oy 481 AAGGATCCRTCACAGCCTTTCTATCTAGGCXACACTATAAAATCTGGAGACCTTGAATAT 540 

1 1 1 1 1 f 1 1 1 1 1 1 1 J 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 561 AAGGATCCATCACAGCCTTTCTATCTAGG CCACACTATAAAATCTGGAGACCTTGAATAT 620 

Oy 541 GTGGGTATGGAAGGAGGAATTGT C TT A AGTGTAGAATCAATGAAAAGA 600 

1 1 1 1 J 1 1 1 1 1 M 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

Db 621 GTGGGTATGGAAGGAGGAATTGTCTTAAGTGTAGAATCAATG^^ 630 

Qy 601 CTCAATATCCCAGAAAAGTGTCCTGAACAGGGAGGCA 660 

MMI I linMMMMMMI MMIMIII 

Db 681 CTCAATATCCCAGAAAAGTGTCCTGAACAGGGAGGGATGATTTGGAAGATATCTGAAGAT 740 



Oy 


661 


Db 


741 


Oy 


721 


Db 


B01 


Oy 


781 






Oy 


841 


Db 


921 


Oy 


901 


Db 


9B1 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 



1 1 1 1 1 1 II 



IMIIIIIMIIIIIIIIIIIIIIIIIIIIMIIIMIIIIIIIIIMIM 

WTAAAGAGGCAATGACT 860 



1 1 II I III III MMM Ml III III Ml III III 



IATATGG CTGTTA C TTT T AATGGA 840 

lllillllllllllllllllllM 



1 1 II I III III llllll III llllll III Ml MMM I II Ml MM III III MMM 



1 1 1 1 n n 1 1 1 1 1 1 1 1 m m 1 1 1 u 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 j n 1 1 1 



RESULT 4 

US-09-906-700-340 

Sequence 340, Application US/09906700 
Patent No. 6723535 
GENERAL INFORMATION: 

APPLICANT: Genentech, Inc. 

APPLICANT: Aahkenaii, Avi 

APPLICANT : Botstein, David 

APPLICANT : Desnoyers, Luc 

APPLICANT: Eaton. Dan L. 

APPLICANT: Ferrara, Napoleono 

APPLICANT: Filvaroff, Ellen 

APPLICANT: Fong, Sherman 

APPLICANT: Geo. Wei-Qiang 

APPLICANT: Oorber, Hanspeter 

APPLICANT: Gerritaen, Mary E . 

APPLICANT : Goddard. A. 

APPLICANT: Godovski. Paul J. 

APPLICANT: Grimaldi, Christopher J. 

APPLICANT: Gurney, Austin L, 

APPLICANT: Hillan. Kenneth, J. 

APPLICANT: Kljavin. Ivar J. 

APPLICANT: Mather, Jennie P. 

APPLICANT: Pan, James 

APPLICANT: Paoni. Nicholas P. 

APPLICANT: Roy, Margaret Ann 

APPLICANT; Stewart, Timothy A. 

APPLICANT : Tuna a, Daniel 

APPLICANT: Williams, P. Mickey 

APPLICANT: Hood, William, I. 

TITLE OP INVENTION : Secreted and Transmembrane Polypeptidsa and Nucleic 
TITLE OF INVENTION: Acids Encoding the Same 
FILE REFERENCE : 10466-14 

CURRENT APPLICATION NUMBER: US/09/906,700 

CURRENT FILING DATE : 2000-09-18 

PRIOR APPLICATION NUMBER: PCT/USOO/04414 



; PRIOR FILING DATE: 2000-02-22 

; PRIOR APPLICATION NUMBER: US 60/143,048 

; PRIOR FILING DATS : 1999-07-07 

; PRIOR APPLICATION NUMBER: US 60/145,698 

; PRIOR PILING DATE: 1999-07-26 

; PRIOR APPLICATION NUMBER: US 60/146,222 

; PRIOR FILING DATE: 1999-07-28 

; PRIOR APPLICATION NUMBER: PCT/US99/20594 

; PRIOR FILING DATE: 1999-09-08 

; PRIOR APPLICATION NUMBER: PCT/US99/20944 

; PRIOR FILING DATE: 1999-09-13 

; PRIOR APPLICATION NUMBER: PCT/US99/21090 

; PRIOR FILING DATE: 1999-09-15 

; PRIOR APPLICATION NUMBER: PCT/US99/21S47 

; PRIOR FILING DATE: 1999-09-15 

; PRIOR APPLICATION NUMBER: PCT/US99/23089 

; PRIOR FILING DATE: 1999-10-05 

; PRIOR APPLICATION NUMBER: PCT/US99/28214 

; PRIOR FILING DATE : 1999-11-29 

; PRIOR APPLICATION NUMBER : PCT/US99/28313 

; PRIOR FILING DATE: 1999-11-30 

; PRIOR APPLICATION NUMBER: PCT/US99/28S64 

; PRIOR FILING DATE: 1999-12-02 

; PRIOR APPLICATION NUMBER: PCT/US99/28S65 

; PRIOR FILING DATE: 1999-12-02 

; PRIOR APPLICATION NUMBER: PCT/US99/30095 

; PRIOR PILING DATE: 1999-12-16 

; PRIOR APPLICATION NUMBER: PCT/US99/3091 1 

; PRIOR FILING DATE: 1999-12-20 

; PRIOR APPLICATION NUMBER: PCT/US99/30999 

; PRIOR FILING DATE: 1999-12-20 

; PRIOR APPLICATION NUMBER: PCT/US00/00219 

; PRIOR PILING DATE: 2000-01-05 

; NUMBER OF SEO ID NOS: 423 

; SEQ ID NO 340 

; LENGTH: 1S72 

; TYPE: DNA 

; ORGANISM: Homo Sapien 

US-09-906-700-340 

Ouery Match 100.0%; Score 9S7; DB 3; Length 1572; 

Best Local Similarity 100.0%; Pred. No. l.le-279; 

Matches 957; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 



Oy 1 ATClTnCTGAAAGCAGCTClTrmXJAACGGTqT 60 

1 1 1 II 1 1 1 II 1 1 J 1 1 1 1 II 1 1 1 1 1 f H 1 1 1 II 1 1 1 1 1 M 1 1 1 1 fl I M 1 1 1 M 1 1 1 1 1 1 1 

Db 81 ATGCTTTCTGAAAGCAGCTCCTTTTTGAAGGOTGTGATGCTTC 140 

Oy 61 TTCATCACTATGCTAGGACAOITTAGGATTGGTCATGGAAATAGAATC 120 

IIIIIIINIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIII 

Db 141 TTGAT CACTATGCTAGGA CACATTAGGATTGGT CATGGAAATAGAATGCACCA CCA TGAG 200 

QY 121 CATCATCACCTACAAC^CXTAACAAAGAAGATATCTTGAAA^ 180 

j 1 1 1 f ■ 1 1 1 1 1 1 M 1 1 1 f 1 1 1 1 E 1 1 1 1 1 1 Illlllllllllllllll 

Db 201 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTrCA 260 

Oy 181 ATGGAGCT CAGTAAGAGCTTTCGAGTATA CTGT ATT ATCCTTGTAAAA CCCAAAGATGTG 240 



Db 




iiiimiMiim iiiiiiiiiiiiiiiiiiiiimiiiiimiii 




261 


ATGGAG CT CAGT AAGAG CTTT CGAGT ATA CTGT ATT AT CCTTGT AAAA CCCAAAGATGTG 


320 


CY 


241 




300 










Db 


321 


AGTCTTTGGGCTGCAGTAAAGGAGACTTGGACCAAACACTGTGAC^ 


380 


Oy 


301 


AGTTCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATGGACACAA 


360 






II 1 II 1 II II 1 II 1 II 1 II II II II 1 1 II 1 II 1 1 1 II II II 1 1 II II 1 II II 1 II 1 1 1 1 1 




Db 


381 


AGTTCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATGGA 


440 


Qy 


361 


ATGATGAGAAAAG CTTACAAATACOCCTTTGATAAGTATAGAGACCAATACAACTGGTTC 


420 






IMIIIIIIMIIMI IIIIIIIMIIIIIIIIIIIMIIMIIIIMII MM Ml 1 II 




Db 


441 


ATGATGAGAAAAG CTTA CAAATA CGCCTTTGAT AAGT A T AGAGA CCAA T A CAA CTGGTT C 


500 


oy 


421 


TTCCTTCCACGCCCCACTACGTTTGCTATCATTGA 


460 






MMIM MMMMMMIMMMMIMM MMMMMMMIIIIMMIMM 




Db 


501 


TTCCTTGCACGCCCCACrACGTTTGCTATC^TTGAA 


560 


oy 


481 


AAGGATCCATCACAGCCTTTCTATCTAGG CCACACTATAAAATCTGGAGACCTTX1AATA 


540 






llllllllilllllllllllllllllMIIIIIMIIIIIIIIIIIIIIIIIIIIIIIII 




Db 


561 


AAGGATCCATCACAGCCTTTCTATCTAGG CCACACTATAAAATCTGGAGACCTTGAATAT 


620 


Oy 


541 




600 






iiiniiiii iiiiiiiiiiiiiiimii Miiiiiiiii nun 




Db 


621 


GTGGGTATGGAAGGAGGAATTCTCTTAAGTCTAGAATCAATCA 


680 


oy 


601 


CTCAATATCCCAGAAAAGTCTCCTGAACAGGGAGGGATGATTT^ 


660 






llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 




Db 


681 


CTCAATATCCCAGAAAAGTGTCCTGAACAGGGAGGGATGATTTGGAA^ 


740 


Qy 


661 


AAACAGCTAGCAGTTTGCCTGAAATATCCTGGAGTATTTC 


720 






MMIIIMIMMIMMMMIIIMMMIMMIMMMIMMIMM 1 Mill 




Db 


741 


AAACAGCTAGCAGTTTGCCTGAAATATGCTGGAjGTATTTGC^ 


800 


Qy 


721 


GATGGAAAAGATtSTATTTAATACCAAATCTGTTGGGCTTTCTATTAAA 


780 






IMMMMIMM 1 Mill III 1 II 1 II 1 III III MMM Ml III III III 1 III M 




Db 


801 


GATGGAAAAGATGTATTTAATACCAAATCTGTTGGGCTTTCTATT 


860 


Qy 


781 


TAT CACCCCAA CCAGGTAGTAGAAGG CTGTTGTT CAGATATGG CTGTTACTTTTAATGGA 


840 






MMMMMMIMMIMMIMIIMIMIMMMIIIIIIMMMMMIIIM 




Db 


861 


TAT CACCCCAA CCAGGTAGTAGAAGGCTGTTGTT CAGATATGG CTGTTACTTTTAATGGA 


920 


oy 


841 


CTGA CT CCAAAT CAGATGCA TGTGATGATGT A TGGGGTATA CCGCCTT AGGGCA TTTGGG 


900 






llllllllllllllllllllllllllllllllllllllllllllllllllllllilllll 




Db 


921 


CTGACTCCAAATCAGATGCATGTGATGATGTATGGGGTATACCGCCTT 


980 


oy 


901 


CATATTTTCAATGATGCATTOQTTTTCTTACCTCXJ^ 9S7 






IMIMM MMM MMM Ml 1 II 1 II 1 III llllll III IIIIIMIIMM II 




Db 


931 


CATATTTTCAATUATXJCATTGGTTTTCTTACCTCX3UVAT 1037 



RESULT S 

US-09-903-603A-340 

; Sequence 340, Application US/09903603A 
; Patent No. 6767995 
; GENERAL INFORMATION: 



APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT : 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 



Genentech. Inc. 
Aehkenazi, Avi 
Botetein, David 
Deanoyere, Luc 
Baton, Dan L. 
Ferrara. Napoleone 
Filvaroff, Bllen 
Fong , Sherman 
Geo, Wei-Qiang 
Gerber, Kanspeter 
Gerritaen, Mary B. 
Goddard. A. 
Godowaki, Paul J. 
Grimaldi, Christopher J. 
Gurney, Auatin L. 
Hi I lan, Kenneth, J. 
Kljavin. Ivar J. 
Mather, Jennie P. 



Paoni. Nicholas F. 
Roy, Margaret Ann 
Stewart. Timothy A. 
Turciaa , Daniel 
Williams, P. Mickey 
Hood, William, I. 

TITLE OP INVENTION: Secreted and Tranamembrane Polypeptidee and Nucleic 

TITLE OF INVENTION: Acida Encoding the Same 

FILE REFERENCE: GNE . 161BP2C12 

CURRENT APPLICATION NUMBER: US/09/ 903 , 60 3A 

CURRENT FILING DATE: 2001-07.11 

PRIOR APPLICATION NUMBER: PCT/US00/04414 

PRIOR FILING DATE: 2000-02-22 

PRIOR APPLICATION NUMBER: US 60/143,048 

PRIOR FILING DATE: 1999-07-07 

PRIOR APPLICATION NUMBER: US 60/145,698 

PRIOR FILING DATE: 1999-07-26 

PRIOR APPLICATION NUMBER: US 60/146,222 

PRIOR FILING DATE: 1999-07-28 

PRIOR APPLICATION NUMBER: PCT/US99/20594 

PRIOR FILING DATE: 1999-09-08 

PRIOR APPLICATION NUMBER: PCT/US99/20944 

PRIOR FILING DATE: 1999-09-13 

PRIOR APPLICATION NUMBER: PCT/US99/2 1090 

PRIOR PILING DATE: 1999-09-15 

PRIOR APPLICATION NUMBER: PCT/US99/21547 

PRIOR FILING DATE: 1999-09-15 

PRIOR APPLICATION NUMBER: PCT/US99/23089 

PRIOR FILING DATE: 1999-10-05 

PRIOR APPLICATION NUMBER : PCT/US99/28214 

PRIOR FILING DATE: 1999-11-29 

PRIOR APPLICATION NUMBER: PCT/US99/2B313 

PRIOR FILING DATE: 1999-11-30 

PRIOR APPLICATION NUMBER: PCT/US99/28564 

PRIOR FILING DATE: 1999-12-02 

PRIOR APPLICATION NUMBER: PCT/US99/28565 

PRIOR FILING DATE: 1999-12-02 

PRIOR APPLICATION NUMBER: PCT/US99/30095 



PRIOR FILING DATE: 1999-12-16 
PRIOR APPLICATION NUMBER: PCT/US99/3091 1 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US99/30999 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/USOO/00219 
PRIOR FILING DATE: 2000-01-05 
NUMBER OF SEQ ID NOS : 423 
SEQ ID NO 340 

LENGTH: 1572 

TYPE: DNA 

ORGANISM: Homo Sapian 
US-09-903-603A-340 

Query Match 100.01; Score 957; DB 3; Length 1S72; 

Best Local Similarity 100.0%; Prod. No. l.le-279; 

Matchea 957; Conaervative 0; Miematchea 0; Indela 0; 



oy 


1 


Db 


81 


Oy 


61 


Db 


141 


Oy 


121 


Db 


201 


Oy 




Db 


261 


oy 


241 


Db 


321 


oy 


301 


Db 


381 


oy 


361 


Db 


441 


oy 


421 


Db 


501 


Oy 


481 


Db 


561 


oy 


541 


Db 


621 



IIIIIIIIIIIIIIIIIMIIIItllllllllllllllllllllllllllllllllllll 



lllllllllllllllllllflllllllllllllllllllllillllllllllililllll 



Ml MIMIMMMIIMI IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIMII 



llllllllllllllllllllllllllllllllllllllllllllllllllilllllllll 



ililiimiim milium mini ti 



llllllllllllllllllllllllllllllillMIMIIIIIIIIIIIIIIIMIIIII 



ii i iiiii tin mi nun in i mi mi in m imnimiii mi Mini i 



MIMIIIMMIIIIIIIIIIIIIIIIIIII IIIIIMIIIIIIIIIMIIIMMIII 



■ 1 1 • 1 1 1 a 1 1 1 1 1 1 1 1 1 1 j ii mini 



GTGGGTATGGAAGGAGGAATTGTCTTAAGTGTAGAATCAATGAA 600 

iMiiiiiiiiiiii milium miiiiiiiimmi 



oy 


601 


Db 


681 


Oy 


661 


Db 


741 


oy 


721 


Db 


801 


Oy 


781 


Db 


861 


Oy 


841 


Db 


921 


Oy 


901 


Db 


981 



II IMIMIMIIMIMIIMIIMMMIMIIMI IIIIM I II lllllllllllll 



lllllllilllllllllllimillllllllllllllllllllllllllllllllllll 



VTTAAAGAGGCAATGACT 780 

III III I II I Ml IIIIM III III I lllllllllllll IMIIIIIIIMIIIIIMM 



1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 f 1 1 1 



1ATATGG CTGTTA CTTTTAATGGA 840 

MM Ml I 

1ATATGGCTGTTA CTTTTAATGGA 920 



1 1 r 1 1 1 1 1 » 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 j 1 1 j i r 1 1 1 1 1 1 r 1 1 1 1 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 J 1 1 1 1 J 1 1 1 1 1 M 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 

CATATTTTCAATGATGCATTGGTrrTCTTACXTCCA^ 1037 



RESULT 6 

US-09-904-920A-340 

; Sequence 340, Application US/ 09904 920A 
Patent No. 6806352 
GENERAL INFORMATION: 
APPLICANT: Genentech. Inc. 
APPLICANT: Aehkenasi. Avi 

APPLICANT: Botatain, David / 

APPLICANT: Deanoyera, Luc 

APPLICANT: Eaton, Dan L. 

APPLICANT: Ferrara, Napoleone 

APPLICANT: Filvaroff, Ellen 

APPLICANT: Fong, Sherman 

APPLICANT: Gao, Wei-Qiang 

APPLICANT: Gerber, Hanapeter 

APPLICANT: Gerriteen. Mary E. 

APPLICANT : Goddard. A. 

APPLICANT : Godoweki, Paul J. 

APPLICANT: Grimaldi. Chriatopher J. 

APPLICANT: Gurney, Auatin L. 

APPLICANT: Hillan. Kenneth, J. 

APPLICANT: Kljavin, Ivar J. 

APPLICANT: Mather, Jennie P. 

APPLICANT: Pan, James 

APPLICANT: Paoni, Nicholaa P. 

APPLICANT: Roy, Margaret Ann 

APPLICANT: Stewart. Timothy A. 

APPLICANT: Tumae. Daniel 

APPLICANT: Williama, P. Mickey 

APPLICANT: Hood, William, I. 

TITLE OP INVENTION: Secreted and Traneraembrane Polypeptidea and Nucleic 



TITLE OF INVENTION: Acida Encoding the Same 
FILE REFERENCE : 10466-14 

CURRENT APPLICATION NUMBER : US/09/904 . 920A 
CURRENT PILING DATE: 2001-07-13 
PRIOR APPLICATION NUMBER: PCT/US00/04414 
PRIOR FILING DATE: 2000-02-22 
PRIOR APPLICATION NUMBER: US 60/143,048 
PRIOR FILING DATE: 1999-07-07 
PRIOR APPLICATION NUMBER: US 60/145,698 
PRIOR FILING DATE: 1999-07-26 
PRIOR APPLICATION NUMBER : US 60/146.222 
PRIOR FILING DATE: 1999-07-28 
PRIOR APPLICATION NUMBER: PCT/US99/20594 
PRIOR FILING DATE: 1999-09-08 
PRIOR APPLICATION NUMBER: PCT/US99/20944 
PRIOR FILING DATE: 1999-09-13 
PRIOR APPLICATION NUMBER: PCT/US99/21090 
PRIOR FILING DATE: 1999-09-1S 
PRIOR APPLICATION NUMBER: PCT/US99/21547 
PRIOR FILING DATE: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/23089 
PRIOR FILING DATE: 1999-10-05 
PRIOR APPLICATION NUMBER: PCT/US99/28214 
PRIOR FILING DATE: 1999-11-29 
PRIOR APPLICATION NUMBER: PCT/US99/28313 
PRIOR FILING DATE: 1999-11-30 
PRIOR APPLICATION NUMBER: PCT/US99/2B564 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/ US 99/ 28565 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/30095 
PRIOR FILING DATE: 1999-12-16 
PRIOR APPLICATION NUMBER: PCT/US99/30911 
PRIOR PILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US99/30999 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/USOO/00219 
PRIOR FILING DATE : 2000-01-05 
NUMBER OF SEQ ID NOS: 423 
SEO ID NO 340 
LENGTH: 1572 
TYPE : DNA 

ORGANISM: Homo Sapian 
US-09-904-920A-340 



Query Match 100.0%; 
Beat Local Similarity 100. 01; 
Matchea 957; Conaervative 0 



Score 957; DB 3; Length 1572; 
Pred. No. l.le-279; 

Miematchea 0; Indela 0 



i ATccrTTcnxauuKraccTc x T rm^ i rrrcTQTC CT eo 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1JJJJJJJL> 1 1 1 1 1 1 1 1 1 1 1 1 1 1 » 1 1 1 1 1 1 1 1 1 1 r 1 1 r 1 1 i 

81 ATGlTrrLTGAAAGCAGCTCCTTTTT ti AAOQGTGTCATC 140 

61 TTGAT CACT A TG CTAGGACACATTAGGA TTGGT CA TGGAAATAGAATG CA CCA CCATGAG 120 

1 1 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 i 1 1 

141 TTGATCACTATGCTAGGACACATTAGGATTGGTCATGGAAATAGAATG CA CCA CCATGAG 200 





121 


Db 


201 


oy 


181 


Db 


261 


Oy 


241 


Db 


321 


Oy 


301 


Db 


381 


Oy 


361 


Ob 


441 


Oy 


421 


Db 
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1 llllll MINI 111 llllillllllNIMIIiMIIIIIIM II MM Mllil I II 



lllllllllllllllllllllllllllllllllllllllllltlllilllllllllllll 



linn iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiitiiiiiniiii 

\CAAACCAGAGTTCTTC 380 



I llllll llllll III llllllllllllllllllllllllllllllllilllllllllll 



I llllll llllll III llllll IMIIMIIIIIIIIIIMIIII I II I II III III I II 



IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMMIIIIIIIIIIIIIII 



I III III llllll III III III III HUM III III IMIIIIMII MM II I II I II 



I III III III III llllll III IIMIIIII III III II III llllll III I II I II III 



I llllll MINI III III llllll IMIMIM III Mill llllll III I II I II I II 



llllillllllllllllllllMIIIIIIIIIIMIillM III IMIIIIIIIIIIII 



VTTAAAGAGGCAATGACT 780 

I III III llllll III III llllll IIIMIII I III Mill llllll III I II I II I II 



kTATGGCTGTTACTTTTAATGGA 840 

I Ml llllll III III Ml llllllllllllllllllllllllllllllllllllllill 

861 TATCACCCCAACCAGGTAGTAGAAGGCTGTTGTTCAGATATGGCTGT^TACTTTTAATGGA 920 



i r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 f 1 1 1 1 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j i j j i m 1 1 1 1 1 1 1 1 1 1 



1 1 1 1 1 1 1 M J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II M 1 1 M M 1 1 1 1 1 1 1 1 1 1 

CAT ATTTT CAATGATG CATTGGTrri' CTT A CCT CCAAA TtXTTT CTGACAATGACTGA 1037 



RESULT 7 

US-09-909-064-340 

Sequence 340, Application US/09909064 
Patent No. 6818449 
GENERAL INFORMATION : 

APPLICANT: Genentech, Inc. 
; APPLICANT: Aahkenazi. Avi 
S APPLICANT: Botetein, David 

APPLICANT: Deanoyers, Luc 

APPLICANT: Eaton, Dan L. 

APPLICANT: Ferrer*, Napoleone 

APPLICANT: Pilvaroff. Ellen 

APPLICANT: Pons, Sherman 

APPLICANT: Geo, Wei-Qiang 

APPLICANT: Gerber, Kanspater 

APPLICANT: Gerritaen, Mary B. 

APPLICANT: Goddard. A. 

APPLICANT: Godovaki. Paul J. 

APPLICANT: Grimaldi. Chriatopher J. 

APPLICANT: Gurney, Auatin L. 

APPLICANT: Hi 1 lan, Kenneth. J. 

APPLICANT: Kljavin, Ivar J. 

APPLICANT: Mather, Jennie P. 

APPLICANT: Pan, Jemee 

APPLICANT: Paoni, Nicholas P. 

APPLICANT: Roy, Margaret Ann 

APPLICANT: Stewart. Timothy A. 

APPLICANT: Tumee, Daniel 

APPLICANT: Williama, P. Mickey 

APPLICANT: Wood. William. I. 

TITLE OF INVENTION: Secreted and Tranamembrane 
TITLE OP INVENTION: Acida Encoding the Same 
FILE REFERENCE: 10466-14 

CURRENT APPLICATION NUMBER: US/09/909.064 
CURRENT FILING DATE: 2001-07-18 
PRIOR APPLICATION NUMBER: PCT/US00/04414 
PRIOR FILING DATE: 2000-02-22 
PRIOR APPLICATION NUMBER: US 60/143,048 
PRIOR FILING DATE: 1999-07-07 
PRIOR APPLICATION NUMBER: US 60/14S.698 
PRIOR PILING DATE: 1999-07-26 
PRIOR APPLICATION NUMBER: US 60/146,222 
PRIOR FILING DATE: 1999-07-29 
PRIOR APPLICATION NUMBER: PCT/US99/20594 
PRIOR FILING DATE: 1999-09-08 
PRIOR APPLICATION NUMBER: PCT/US99/20944 
PRIOR PILING DATE : 1999-09-13 
PRIOR APPLICATION NUMBER: PCT/US99/21090 
1999-09-15 

UMBER: PCT/US99/21547 
1999-09-15 

UMBER: PCT/US99/23089 
1999-10-05 

UMBER: PCT/US99/26214 
1999-11-29 

UMBER: PCT/US99/28313 
1999-11-30 



Polypeptides and Nucleic 



PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATS: 
PRIOR APPLICATION 
PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 



PRIOR APPLICATION NUMBER: PCT/US99/28564 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/28565 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/ 30095 
PRIOR FILING DATS: 1999-12-16 
PRIOR APPLICATION NUMBER: PCT/ US 99/ 3 0911 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US99/30999 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/USOO/002 19 
PRIOR FILING DATE: 2000-01-05 
NUMBER OF SEQ ID NOS: 423 
SEQ ID NO 340 

LENGTH: 1572 

TYPE: DNA 

ORGANISM: Homo Sap i en 
US-09-909-064-340 



Query Match 100.01; 
Beet Local Similarity 100.0%; 
Hatches 957; Conservative 0 



Score 957; DB 3; Length 1572; 
Pred. No. l.lo-279; 

Mismatches 0; Indels 0; 
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1 1 1 1 M I M M 1 1 m M m mm M M I M m M M M ! 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 

81 ATC I TTTCT GA AAGCAGCTCCTTTTTGAAGGGTGTGATC 140 



] 1 1 M M 1 1 1 1 M I M 1 1 1 1 1 1 1 1 1 M 1 1 1 ( I 1 1 1 1 1 ( 1 1 1 1 1 M 1 1 1 1 1 1 M M 1 1 1 1 1 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f r 1 1 c 1 1 1 1 1 1 1 



i nun mm mm ii i m imii m m ii i ii i ii i ii i n i ii i n i ii 



rAAAGGAGACTTXXIACCAAACACTGTGACAAAGCAGAGTTCTTC 300 

IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 

TAAAGGAGACTTGGACCAAACACTUTGACAAAGCAGAGTTCTTC 380 



miiiiiiiiiiiiiiiiiiiimiiiiiiiiiiiiiiiimiiiimiiiiiiii 



MM IMIMIM Ml IMIM IIIMIIII III III II I II MM M Ml I IIIMIII 



1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 Jlllll I llllll 

TT CCTTGCACGCCCCA CT A OUTl"! 'OCT AT CATTGAAAA CCTAAACT A TT IT PIT* IT AAAA 560 



IMMIIIM III llllll Ml llllll III Ml III II I II Ml I II I II MM II I II 
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561 AAGGAT CCATCACAG CCTTTCTATCTAGGCX^CACTATAAAATCTGGAGACCrTGAATAT 620 



I II I II Ml Ml I II III Ml Ml III MMM MMM Ml III Ml I M Ml III I M 



IIIMIMIIIIIIII llllllllllllll llllll IIIIIIIIIIIIMIIIIIIIIII 



iiimiiimiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiimiiiiiiiii 



i ii i ii i ii i ii i in in n i iiiiiiii i ii mi inn nun i niiiiii i ii 



I M I M I M MMM MMM IMIIIIIMM Ml III Ml III MMM III III III 



mi ii i iii ii iii i ii mi i mil mini ii i ii i ii i ii i inn i ii mi iii 



mill 



T CAATGATG CATTGGTTTTCTTACCTCCAAATGGTTCTGACAATGACTGA 957 

M I IMII Ml III I M Ml MMM III III III III MMM III Ml 

T CAATGATG CATTGGTTTTCTTACCTCCAAATGGTTCTG^ 1037 



RESULT 8 

US-09-905-38LA-340 

Sequence 340, Application US/099053 81A 
Patent No. 6818746 
GENERAL INFORMATION: 



APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 
APPLICANT 



Genentech. Inc. 
Aahkenazi, Avi 
Botstein, David 
Desnoyers, Luc 
Eaton, Dan L. 
Ferrara, Napoleone 
Filvaroff, Ellen 
Fong, Sherman 
Gao, Wei-Oiang 
Gerber, Hanspeter 
Gerritaen, Mary B. 
Goddard, A. 
Godowski, Paul J. 
Grimaldi, Chriatopher J. 
Gumey, Auatin L. 
Hi 1 lan, Kenneth, J. 
Kljavin. Ivar J . 
Mather, Jennie P. 
Pan, James 
Paoni, Nicholaa P. 
Roy, Margaret Ann 



APPLICANT : Stewart. Timothy A. 
APPLICANT: Tumas. Daniel 
APPLICANT: Williams. P. Mickey 
APPLICANT: Hood. William. I. 

TITLE OF INVENTION: Secreted and Transmembrane Polypeptide* and Nucleic 
TITLE OF INVENTION: Acida Encoding the Same 
FILE REFERENCE : 10466*14 

CURRENT APPLICATION NUMBER: US/09/905. 3B1A 
CURRENT FILING DATE: 2001*07-13 
PRIOR APPLICATION NUMBER: PCT/USOO/04414 
PRIOR FILING DATE: 2000-02-22 
PRIOR APPLICATION NUMBER: US 60/143.048 
PRIOR PILING DATE: 1999-07-07 
PRIOR APPLICATION NUMBER: US 60/145,698 
PRIOR PILING DATE: 1999-07-26 
PRIOR APPLICATION NUMBER: US 60/146.222 
PRIOR PILING DATE: 1999-07-28 
PRIOR APPLICATION NUMBER: PCT/US99/20594 
PRIOR FILING DATE: 1999-09-08 
PRIOR APPLICATION NUMBER: PCT/US99/20944 
PRIOR FILING DAT8: 1999-09-13 
PRIOR APPLICATION NUMBER: PCT/US99/21090 
PRIOR FILING DATE: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/21S47 
PRIOR FILING DATE: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/23089 
PRIOR FILING DATE: 1999-10-05 
PRIOR APPLICATION NUMBER: PCT/US99/28214 
1999-11-29 

UMBER: PCT/US99/28313 
1999-11-30 

PRIOR APPLICATION NUMBER: PCT/US99/28564 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/2856S 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/30095 
PRIOR FILING DATE: 1999-12-16 
PRIOR APPLICATION NUMBER: PCT/US99/ 30911 
PRIOR PILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US99/30999 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US00/0O219 
PRIOR FILING DATE: 2000-01-05 
NUMBER OP SEQ ID NOS: 423 
SEQ ID NO 340 
LENGTH: 1572 
TYPE: DNA 

ORGANISM: Homo Sapien 
US-09-905-381A-340 



PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE 



Query Match 100.0%; Score 957; OB 3; Length 1572; 

Beat Local Similarity 100.0%; Pred. No. l.le-279; 

Matches 957; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
fy 1 ATG CTTTCTGAAAG CAGCTCCTTTTTGAAGGGTGTGATGCTTGGAAGCATTTTCTGTGCT 60 

1 1 1 1 1 1 1 1 1 ■ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

•b 81 ATG LT'I' I CTGAAAG CAGCTCX. I I l 1 i 1 UAAGGGTGTGATG CTTGGAAG CA 1"! II CTGTGCT 140 
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IMIIIIIIIIIIIIIIIIIIIIIIIItlllllllllillllllllllllllllllllll 



Mill lilHIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIII Ill 



I Ml lllil I III llllll IIIMlll I II I II III 1 1! I II Ml I IMII llli Ml || 



I III llllll II I II I IN II I Ml llilll III III II 1 1! I Mill I II I III Mill 



lllllllllllllllllllllllllllllllltlllllllllllllllllllllllllll 



IIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMII 



I Ml III III III II MM III IIIIIMM IIMIIIIIIIMIIIMIIIIIIIIIII 



I IIMMIII III llllll IIMMIII III III II I Ml II I 111 II III MM Mill 



I III III IMIIIIIIIIIIIIIIIII MM IIIMIIIMIIIIMIIMI llllllll 



MMMMMMIMMI IM;iMM MM 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II I i 1 1 1 1 1 



MIMMMMIMMII IIMIIMI MM 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 llllllil 



Mill IIMMIII MMIIIIMMIMM MMIM 



TCTATTAAAGAGG CAATGA CT 780 

iiiiiiiiiiiiiiimii 



IMIIIIIII IMIMIMMMMIMMIMMMMMMIMMMIMIIIIIII 



MMMMMIMMMIMMMMIMM MMMMIIMMMMIIIIIIIIMI 



901 CATATTTTCAATGATGCA rTG GT TTT 
MIIIIIIIIIIIMIIIIIMIIM 
981 CATATTTTCAATGATGCA rTGGTTTT 



ITACCTCCAAATGGTTCTGACAATGACTGA 957 
llllllllllllllllllllllllllllll 
rTACCTCCAAATGGTTCTQACAATGACTGA 1037 



RESULT 9 

US-09-906-618-340 

Sequence 340, Application US/09906618 
Patent No. 6828146 
GENERAL INFORMATION: 
APPLICANT: Genentech. Inc. 

Ashkenazi, Avi 
Botstein, David 
Desnoyers, Luc 
Eaton, Dan L. 
Ferrara, Napoleone 
Filvaroff, Ellen 
Fong , Sherman 
Gao, Wei-Qiang 
Gerber, Hanspeter 
Gerritsen, Mary E. 
Goddard. A. 
Godowski, Paul J. 
Grimaldi, Christopher J. 
Gumey, Austin L. 
Hillan, Kenneth, J. 
Kljavin, Ivar J. 
Mather, Jennie P. 
Pan , James 
Paoni, Nicholas P. 
Roy, Margaret Ann 
Stewart. Timothy A. 
Tumas, Daniel 
Williams. P. Mickey 
Wood. William, I. 

TITLE OF INVENTION: Secreted and Transmembrane Polypeptides and Nucleic 
TITLE OF INVENTION: Acids Encoding the Same 
FILE REFERENCE: 10466-14 

CURRENT APPLICATION NUMBER: US/09/906. 618 

CURRENT FILING DATE: 2001-07-16 

PRIOR APPLICATION NUMBER: PCT/USOO/04414 

PRIOR FILING DATE: 2000-02-22 

PRIOR APPLICATION NUMBER: US 60/143.048 

PRIOR FILING DATE: 1999-07-07 

PRIOR APPLICATION NUMBER: US 60/145,698 

PRIOR FILING DATE: 1999-07-26 

NUMBER: US 60/146,222 
1999-07-28 

PRIOR APPLICATION NUMBER: PCT/US99/20594 
PRIOR FILING DATE: 1999-09-08 

NUMBER : PCT/ US 99/ 2 0944 

1999-09-13 
NUMBER: PCT/US99/21090 
1999-09-15 

PRIOR APPLICATION NUMBER: PCT/US99/21547 

PRIOR FILING DATE: 1999-09-15 

PRIOR APPLICATION NUMBER: PCT/US99/23089 



APPLICANT : 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT : 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT : 
APPLICANT : 
APPLICANT: 
APPLICANT: 
APPLICANT : 
APPLICANT : 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT : 
APPLICANT : 



PRIOR APPLICATION 
PRIOR FILING DATE: 



PRIOR APPLICATION 
PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR PILING DATE: 



PRIOR FILING DATE: 1999-10-05 
PRIOR APPLICATION NUMBER: PCT/US99/28214 
PRIOR FILING DATE: 1999-11-29 
PRIOR APPLICATION NUMBER: PCT/US99/28313 
PRIOR FILING DATE: 1999-11-30 
PRIOR APPLICATION NUMBER: PCT/US99/28564 
1999-12-02 

IUMBER: PCT/US99/2856S 
1999-12-02 

fUMBER: PCT/US99/30095 
1999-12-16 

IUMBER: PCT/US99/30911 
1999-12-20 

PRIOR APPLICATION NUMBER: PCT/US99/30999 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US00/0021 9 
PRIOR FILING DATE: 2000-01-05 
NUMBER OF SE0 ID NOS: 423 
SEQ ID NO 340 
LENGTH : 1572 
TYPE : DNA 

ORGANISM: Homo Sapien 
US-09-906-618-340 



PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE: 



Ouery Match 100.0%; 
Best Local Similarity 100.0%; 
Matches 957; Conservative 0 



Score 957; DB 3; Length 1572; 
Pred. No. l.le-279; 

Mismatches 0; Indels 0; 
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IIIIIIIIIIIMIIMMMIIIIIIIIIIMIMIIIMMIMIIMMIMIMI 



fill 1 1 1 1 M 1 1 1 M 1 1 1 1 M 1 1 1 1 1 1 1 1 1 ! 1 1 1 f 1 1 II 1 1 1 1 II I 

141 TTGATCACTATGCTArX^CACATTAGGATTGGTak 2 00 



MIIMIIMIIMIIIIIIIMIIIIIIIIIIMM Ml Ml llllll IMIMMMI 



MMIIIIMIMMMMIMMIMIMM IIIMIIIMIIIIIIIIIIIMIIM 



AOTCTTT«»CTGCAGTAAAGQAGACTTC^ C 300 

IIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIill 



MIIIMIIIIIIMMIIIMIIIIMIIMIMM llllll III llllll III III II 



MMMMMIIMIIIIIMIIIIIIIIMIIMIIMIIIIMIIMIIMIIIMM 



421 TTCCTTCCAOGCCCCACTA UU i 1 1 G CTATCATTGAAAACCTAAAGTA 1 rTTTTgl i AAAA 480 
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Db 


981 



ii mini nun nun linn linn mi iii i inn i mi ii i linn iii 



IHII III III III lllill IIIIIMIIMI Ml Mil llllll III IIMIIIIill 



1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 r 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f a 1 1 1 1 1 1 r 1 1 1 1 1 



IIIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIMI 



IIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 



1 1 1 1 1 1 1 r 1 1 r 1 1 r 1 1 j 1 1 1 j 1 1 1 1 1 1 1 1 1 1 f i j j 



TTATTAAAGAGGCAATGACT 780 

II mi miiiiimi IMMI 

T ATTAAAGAGG CAA TGA CT 860 



m iiiiii mi iii iimi mimmii m i iii mill m m mm in 



IMIIIMIIIIMIIMIIIimillim IIMMI IIIIIMMIIIMIIMMI 



1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 j 1 1 1 1 1 i 1 1 1 1 M M 1 1 1 



RESULT 10 
US-09-906-646-340 

Sequence 340, Application US/09906646 
Patent No. 685264B 
GENERAL INFORMATION: 

APPLICANT: Genentech, Inc. 

APPLICANT: Ashkenazi, Avi 

APPLIOUJT: Botatein, David 

APPLICANT: Deonoyere, Luc 

APPLICANT : Eaton. Dan L. 

APPLICANT: Ferraro, Napoleone 

APPLICANT: Filveroff, Ellen 

APPLICANT: Fong. Sherman 

APPLICANT: Gao, Wei-Qiang 

APPLICANT: Gerber, Hanapeter 

APPLICANT: Gerriteen, Mary E. 

APPLICANT: Goddard, A. 

APPLICANT: Godowaki, Paul J. 

APPLICANT: Grimaldi, Chriatopher J. 

APPLICANT: Gurney, Auatin L. 

APPLICANT: Hillan. Kenneth. J. 



APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT: 
APPLICANT : 
APPLICANT : 
APPLICANT: 
APPLICANT: 



Kljavin, Ivar J. 
Mather, Jennie P. 
Pan, Jatnea 
Paoni. Nicholas P. 
Roy, Margaret Ann 
Stewart, Timothy A. 
Tunas, Daniel 
Williams, P. Mickey 
Wood. William, I. 
TITLE OF INVENTION: Secreted and Transmembrane 
TITLE OF INVENTION: Acids Encoding the Same 
PILE REFERENCE: 10466-14 

CURRENT APPLICATION NUMBER: US/09/906,646 
CURRENT FILING DATE: 2002-01-22 
PRIOR APPLICATION NUMBER: PCT/USOO/044 14 
PRIOR FILING DATE: 2000-02-22 
PRIOR APPLICATION NUMBER: US 60/143.048 
PRIOR PILING DATE : 1999-07-07 

UMBER: US 60/145.698 
1999-07-26 

US 60/146.222 
999-07-26 

PCT/US99/20594 
1999-09-08 

tUMBER: PCT/US99/20944 
1999-09-13 

PRIOR APPLICATION NUMBER: PCT/US99/21090 
PRIOR PILING DATE: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/21S47 
PRIOR FILING DATE: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/23089 
PRIOR FILING DATE: 1999-10-05 

[UMBER: PCT/US99/28214 
1999-11-29 

PRIOR APPLICATION NUMBER: PCT/US99/28313 
PRIOR FILING DATE: 1999-11-30 
PRIOR APPLICATION NUMBER: PCT/US99/ 28564 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/28565 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/30095 
PRIOR FILING DATE: 1999-12-16 
PRIOR APPLICATION NUMBER: PCT/US99/30911 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US99/30999 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US00/00219 
; PRIOR FILING DATE: 2000-01-05 
; NUMBER OF SEO ID NOS : 423 
; SEO ID NO 340 
LENGTH: 1572 
TYPE: DNA 

ORGANISM: Homo Sapien 
US-09-906-646-340 



Polypeptides and Nucleic 



PRIOR APPLICATION 
PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 
PRIOR APPLICATION 
PRIOR FILING DATE: 



PRIOR APPLICATION 
PRIOR FILING DATE: 



Query Match 

Best Local Similarity 



100.0%; 
100.0%; 



Score 957; DB 3; Length 1572; 
Pred. No. l.le-279; 



Matches 957; Conservative 



0; Mismatches 
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Oy 


781 


Db 


861 



iiiiiiiiiiiiiiiiiiiiMiniiuiiiiiiiiiiimiiiiiiiiiiiiiiii 



IMIIIIMIIIIIMIMIIIIIIIIIIIIMIIIIIIIIII IMIIIIMIIimi 



^TATCTTGAAAATTTCAGAGGATGAGCGC 

i 1 1 1 1 f i r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ i i 1 1 1 1 1 1 1 1 m 



1 1 1 M 1 1 M 1 1 1 M 1 1 [ 1 1 1 1 1) 1 1 1 1 H 1 1 1 ! I M 1 9 1 1 1 1 M 



MMMMMMM 1 1 1 1 1 M 1 1 1 1 Ml M I II M 1 1 M I M M 1 1 1 M 1 1 1 1 II 1 1 M 



milium iii 1 1 1 1 1 s 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 j 1 1 1 



IMIIMIIMIII llimMlMIIIMIMIMIIIIIIIMIIIIMIMMIII 



miiiiiMim mmiMmiiimiiMiiiMiiMiMMiiiMMii 



IMIIMMM III IIIMMIIMIIIMMMII IIMIIIMMMMMMMII 



[ 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 f 1 1 1 1 1 1 1 1 1 c 1 1 1 1 1 1 1 1 1 j f 1 1 1 r 1 1 1 r 1 1 1 1 1 1 1 



iiimiimiiiiimMiiimmiimimiMii iiiimiMiiiM 



IIIIIIIIMIIMIIIIIMIIIMilllllllll III Ml I II Ml IMIimi M 



VrTAAAGAGGCAATGACT 

Mill MIMMII Ml IMMIIMI llllll III MMMIIMIIIIIIII III II 



lllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 



Oy 
Db 



841 CTGACTCCAAATCAGATGCATGTGATGATGTATGGGGTATACCGCCTTAGGGCATTTGGG 900 

IIIMIIIIIMIIIMIMIIII MIMIMIMIM lllimilllllllllll III 

921 CTGACTCCAAATCAGATGCATGTGATGATGTATGGGGTATACCG CCTTAGGGCATTTGGG 980 
901 CATATTTTCAATGATGCATTCGTTTTCTTACCT 957 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 1 p i j 1 1 1 1 1 j 1 1 j 1 1 1 1 1 1 1 1 1 1 j j 1 1 1 1 1 1 1 1 1 1 1 1 

981 CATATTTTCAATGATG CATTGGTTTTCTTACCTCCAAATGGTTCTGACAATGACTGA 1037 



RESULT 11 
US-09-904-462-340 

Sequence 340, Application US/09904462 
Patent No. 6878807 
GENERAL INFORMATION: 

APPLICANT: Genentech, Inc. 

APPLICANT: Ashkenazi, Avi 

APPLICANT: Botstein. David 

APPLICANT: Desnoyers, Luc 

APPLICANT: Eaton. Dan L. 

APPLICANT: Ferrara, Napoleone 

APPLICANT : Filvaroff, Ellen 

APPLICANT: Fong, Sherman 

APPLICANT: Gao, Wei-Qiang 

APPLICANT: Gerber, Kanspeter 

APPLICANT: Gerritaen, Mary E. 

APPLICANT: Goddard, A. 

APPLICANT: Godowski, Paul J. 

APPLICANT : Grimaldi, Christopher J. 

APPLICANT: Gumey, Austin L. 

APPLICANT: Hillan. Kenneth. J. 

APPLICANT: Kljavin, Ivar J. 

APPLICANT: Mather. Jennie P. 

APPLICANT: Pan, Jamea 

APPLICANT: Paoni. Nicholas F. 

APPLICANT: Roy. Margaret Ann 

APPLICANT: Stewart, Timothy A. 

APPLICANT: Tumaa, Daniel 

APPLICANT : Williams, P. Mickey 

APPLICANT: Wood. William. I. 

TITLE OF INVENTION: Secreted and Transmembrane Polypeptides and Nucleic 
TITLE OF INVENTION: Acids Encoding the Same 
FILE REFERENCE: 10466-14 

CURRENT APPLICATION NUMBER: US/09/904,462 

CURRENT PILING DATE: 2001-07-13 

PRIOR APPLICATION NUMBER: 09/665,350 

PRIOR FILING DATE: 2000-09-18 

PRIOR APPLICATION NUMBER : PCT/USOO/044 14 

PRIOR FILING DATE: 2000-02-22 

PRIOR APPLICATION NUMBER: US 60/143,048 

PRIOR FILING DATE: 1999-07-07 

PRIOR APPLICATION NUMBER: US 60/14S,698 

PRIOR PILING DATE: 1999-07-26 

PRIOR APPLICATION NUMBER: US 60/146,222 

PRIOR PILING DATE: 1999-01-28 

PRIOR APPLICATION NUMBER: PCT/US99/ 20594 

PRIOR FILING DATE: 1999-09-08 



PRIOR APPLICATION NUMBER: PCT/US99/20944 
PRIOR FILING DATE: 1999-09*13 
PRIOR APPLICATION NUMBER: PCT/US99/21090 
PRIOR FILING DATS: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/21547 
PRIOR FILING DATE : 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/23069 
PRIOR FILING DATE: 1999-10-05 
PRIOR APPLICATION NUMBER: PCT/US99/28214 
PRIOR FILING DATE: 1999-11-29 
PRIOR APPLICATION NUMBER: PCT/US99/2B313 
PRIOR FILING DATE: 1999-11-30 
PRIOR APPLICATION NUMBER: PCT/US99/2B564 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/2B56S 
1999-12-02 
NUMBER: PCT/US99/30095 
1999-12-16 

PRIOR APPLICATION NUMBER : PCT/US99/30911 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US99/30999 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/USO0/OO219 
PRIOR FILING DATE ; 2000-01-05 
NUMBER OF SEQ ID NOS : 423 
5EO ID NO 340 
LENGTH: 1572 
TYPE: DNA 

ORGANISM: Homo Sapien 
US-09-904-462-340 



PRIOR FILING DATE; 
PRIOR APPLICATION 
PRIOR PILING DATE; 



Query Mitch 100.0%; 
Beat Local Similarity 100.0%; 
Matches 957; Conservative 0 



957; DB 3; Length 1572; 
red. No. l.le-279; 
Mismatches 0; Indels 0 



Oy 1 ATGCTTTCTGAAAGCAGCTCCTTTTTGAAGGGTGTGATt 

III III III UN II! Ml III IMIII Ml III I III III III llllll III I II I III 

Db 81 ATG CTTTCTGA AAGCAGCTCCTrrTT G AAGGGTGTGATGCTT^ 140 

Oy 61 TTGATCACTATGCTAOGACACATTAGGATTGOTCATGGAAATAGAATG CACCACCATGAG 120 

1 1 1 1 1 1 1 1 1 1 1 1 M I M II I M 1 1 1 1 1 1 1 1 M 1 1 M J I M I M 1 1 1 1 1 1 J I II M I M 1 1 

Db 141 TTGATCACTATGCTAGGACACATTAGGATTGGTCATGGAAATAGAATGCACCACC^ 200 

Oy 121 CATCATCACCTACAAG CTCCTAACAAAGAAGATATCTTGAAAATTTCAGAGGATGAGCGC 180 

IMIM IMIIII IMIIMMMMMMIMMMIMM IMIMMIIM III III 

Db 201 CATCAT CA C CTACAAG CT CCTAA CAAAGAAGAT AT CTTGAAAATTT CAGAGGATGAG CG C 260 

Oy 181 ATGGAG CT CAGT AAGAG CTTTCGAGT AT A CTGTATTAT C CTTGT AAAACCCAAAGATGTG 240 

IIIIIIIIIIMIIIIIIIIIIIIIIIIIIMIMIIIIIIIIIIMIIMIII IMIM 

Db 261 ATGGAG CT CAGT AAGAG CTTT OGAGT ATA CTGTATTAT CCTTGT AAAAC CCAAAGA TGTG 320 

241 agtctttgggctg ^^Tl^^T^T^ TiTT?^ ^^?^^T!T1T^ ^"^'m ^^T^TTiT'mT 300 

Db 321 AOTCITTGOGCTOCAOTAAAGGAGACTrOGACCAAACACTO^ CAGA G TTCTTC 380 

Oy 301 AGTTCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATGGA 360 

Ml III III MM II I III Ml IMIM III I II I III III III IIIMI Ml I M I III 



0b 


381 


Oy 


361 


Db 


441 


oy 


421 


Db 


S01 


Oy 


461 


Db 


561 


Oy 


541 


Db 


621 


Oy 


601 


Db 


681 


Oy 


661 


Db 


741 


Oy 


721 


Db 


801 


Oy 


781 


Db 


861 


oy 


841 


Db 


921 


Oy 


901 


Db 


981 



381 ACTTCTGAAAATCTT AAAGTO" rTTGAGTCAA TT AAT A TGGACACAAATGA CA TGTGGTT A 440 
ATGATCAGAAAAGCTTACAAATACOCCTTTGATAAGTAT^^ 420 

IMMMMIMMMMMMMMIM IMMMMMMMMMMIMMIMM 



llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 



lllllllllllllllllllllllllllllllllllllllllllllllllllltlllllll 



llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 



IVTGATTTGGAAGATATCTGAAGAT 660 

IMIMMMIIIMIMIMIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIII 



IMIM III II III IIMMIMI llllllllll IIMIIIIMIM III IIIMIMM 



lllllllllllllllllllillllllllllllllllllllllllllllllllllllllll 

GATGGAAAAGATGTATTTAATACCAAATCT G TTGGGCTTTCT 860 
TATCACCCCAACCAGGTAGTAGAAGGCTCnTGTTCAGATATGC CTGTTACTTTTAATGGA 840 

IMMMMMMMMMIMMMMMMMMMMMMMMMMIMIMM 



MMMMMMMMMIMIMMMMIMMMIMMMMMMMMIMM 



MIMMMMMMMMIMM MIMM IIIIIIMIIIMIMIII IMIIII 

CATATTTTCAATGATGCATTG O Illicit ACCTCCAAATGGTTCTGACAATGACTGA 1037 



RESULT 12 

US-09-902-736A-340 

; Sequence 340, Application US/09902736A 
Patent No. 6894148 
GENERAL INFORMATION: 
APPLICANT: Genentech, Inc. 
APPLICANT: Aehkenazi, Avi 
APPLICANT: Botstein, David 
APPLICANT: Desnoyers, Luc 
APPLICANT: Eaton, Dan L. 
APPLICANT: Ferrara, Napoleone 
APPLICANT: Filvaroff. Ellen 
APPLICANT: Fong, Sherman 
APPLICANT: Gao. Wei-Qiang 



APPLICANT: Gerber, Hanspeter 
APPLICANT: Gerritsen, Mary E. 
APPLICANT: Goddard, A. 
APPLICANT: Godowski, Paul J. 
APPLICANT: Grimaldi, Christopher J. 
APPLICANT: Gurney. Austin L. 
APPLICANT: Hillan. Kenneth. J. 
APPLICANT: Kljavin, Ivar J. 
APPLICANT: Mather, Jennie P. 
APPLICANT: Pan, James 
APPLICANT: Paoni, Nicholas F. 
APPLICANT: Roy. Margaret Ann 
APPLICANT: Stewart. Timothy A. 
APPLICANT: Tumas, Daniel 
APPLICANT: Williams, P. Mickey 
APPLICANT: Wood, William, I. 

TITLE OF INVENTION: Secreted and Transmembrane Polypeptides and Nucleic 
TITLE OF INVENTION: Acids Encoding the Same 
FILE REFERENCE: 10466-14 

CURRENT APPLICATION NUMBER: US/09/ 902 , 736A 
CURRENT FILING DATE: 2001-07-10 
PRIOR APPLICATION NUMBER: PCT/USOO/ 044 14 
PRIOR PILING DATE: 2000-02-22 
PRIOR APPLICATION NUMBER: US 60/143,048 
PRIOR FILING DATE: 1999-07-07 
PRIOR APPLICATION NUMBER: US 60/145,698 
PRIOR FILING DATE: 1999-07-26 
PRIOR APPLICATION NUMBER: US 60/146,222 
PRIOR FILING DATE: 1999-07-28 
PRIOR APPLICATION NUMBER: PCT/US99/20S94 
PRIOR FILING DATE: 1999-09-08 
PRIOR APPLICATION NUMBER: PCT/US99/20944 
PRIOR FILING DATE: 1999-09-13 
PRIOR APPLICATION NUMBER: PCT/US99/21090 
PRIOR FILING DATE: 1999-09-1S 
PRIOR APPLICATION NUMBER: PCT/US99/21547 
PRIOR FILING DATE: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/23089 
PRIOR FILING DATE: 1999-10-05 
PRIOR APPLICATION NUMBER: PCT/US99/28214 
PRIOR FILING DATE: 1999-11-29 
PRIOR APPLICATION NUMBER: PCT/US99/28313 
PRIOR FILING DATE: 1999-11-30 
PRIOR APPLICATION NUMBER: PCT/US99/28564 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER : PCT/US99/28565 
PRIOR FILING DATE: 1999-12-02 
PRIOR APPLICATION NUMBER: PCT/US99/ 30095 
PRIOR FILING DATE: 1999-12-16 
PRIOR APPLICATION NUMBER: PCT/US99/3091 1 
PRIOR PILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER : PCT/US99/30999 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US00/O0219 
PRIOR PILING DATE: 2000-01-05 
NUMBER OF SEQ ID NOS : 423 
SEQ ID NO 340 



LENGTH: 1572 
TYPE: DNA 

ORGANISM: Homo Sap i en 
US-09-902-736A-34O 

Query Match 100.0%; Score 957; DB 3; Length 1572; 

Best Local Similarity 100.0%; Pred. No. l.le-279; 

Matches 957; Conservative 0; Mismatches 0; Indels 0; 



Oy 


i 


Db 


81 


Oy 


61 


Db 


141 


Oy 


121 


Db 


201 


Oy 


181 


Db 


261 


oy 


241 


Db 


321 


oy 


301 


Db 


381 


Oy 


361 


Db 


441 


Oy 


421 


Db 


501 


oy 


481 


Db 


S61 


oy 


541 


Db 


621 


Oy 


601 


Db 


681 


oy 


661 


Db 


741 



llllllllllllillllllllll 



iATGCTTGGAAG CATTTTCTGTGCT 60 

Mill MIMMIIMM MIMMMIMMMM 

lATGCTTGGAAGCATTTrCTGTGCT 140 



lllllllllllllllllllllllllllllllllllllillllllllllllllllllllll 



IMMMIilMMMIMMMMIMIMMMMMMIIIIIMM llllllllll 



IMIIMMMMMMIMMMMIMIMI IMMMMMIMMMMMIMM 



MMIMMMMMIIMM Ml Mill 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 



MMMMMMMIMMMIMIMM MMMMIMM MIMMMMMMIM 



1 1 1 1 1 1 • ■ 1 1 1 r i i r 1 1 1 1 1 1 1 1 i 1 1 1 inn i mmiii 



IIIIIIIIIIMIIIIIIIillllllllllllllllllllllllllllllllllllllll 



llllllllllllllllilllllllllllllllllllllllllllllllllllllllllll 



Mill III I MMMIIMM MM II MMIII IMIMIM IMIIII IMIM III I 



1 1 1 j j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 iiiiiiiiiiiiiiiiiiiiiiiiimiiiii 



MMMMIMMMMMMMMMIMMIIMIII MMMIIMIMI 



oy 


721 


Ob 


B01 


oy 


781 


Db 


661 


Oy 


841 


Db 


921 


Oy 


901 


Db 


981 



M! Illllll Ml Mil HUM I III IIIIIIMM IMIMIII INI III MUM I 



tlllltlllllllllllllllllllllllllllllllllllllllllllltlllllllll 



llllllllllllllllllllllltllllllllllllllllllllllllllllllllllll 



I IIMM I II I MINI IIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII 



RESULT 13 

US-09-906-722A-340 

; Sequence 340, Application US/0 990 672 2A 
Patent No. 6946262 
GENERAL INFORMATION: 
APPLICANT: Genentech, Inc. 
APPLICANT: Aahkenazi, Avi 
APPLICANT: Bot stein, David 
APPLICANT: Deanoyere, Luc 
APPLICANT: Eaton, Dan L. 
APPLICANT: Ferrara, Napoleone 
APPLICANT: Filvaroff, Bllen 
APPLICANT: Fong. Sherman 
APPLICANT: Gao, Wei-Qiang 
APPLICANT: Gerbar, Hanepeter 
APPLICANT : Gerritaan, Mary E. 
APPLICANT: Goddard, A. 
APPLICANT: Godoweki. Paul J. 
APPLICANT: Grimaldi, Chrietophor J, 
APPLICANT: Guraay, Auatm L. 
APPLICANT: Hi 1 lan, Kenneth, J. 
APPLICANT: Kljavin, Ivar J. 
APPLICANT: Mather. Jennie P. 
APPLICANT: Pan, James 
APPLICANT: Paoni, Nicholas P. 
APPLICANT : Roy, Margaret 1 Ann 
APPLICANT: Stewart, Timothy A. 
APPLICANT: Tunas, Daniel 
APPLICANT: Williams, P. Mickey 
APPLICANT: Wood, William, I. 

TITLE OF INVENTION: Secreted and Transmembrane Polypeptides and Nucleic 

TITLE OF INVENTION: Acida Encoding the Same 

FILE REFERENCE: GNE . 1618P2C61 

CURRENT APPLICATION NUMBER: US/09/906 , 722A 

CURRENT FILING DATE: 2001-07-16 

PRIOR APPLICATION NUMBER: PCT/US00/044 14 

PRIOR PILING DATE: 2000-02-22 

PRIOR APPLICATION NUMBER: US 60/143.048 

PRIOR FILING DATE: 1999-07-07 

PRIOR APPLICATION NUMBER: US 60/145.698 



PRIOR FILING DATE: 1999-07-26 
PRIOR APPLICATION NUMBER: US 60/146,222 
PRIOR FILING DATE: 1999-07-28 
PRIOR APPLICATION NUMBER: PCT/US99/ 20594 
PRIOR PILINO DATE : 1999-09-08 
PRIOR APPLICATION NUMBER: PCT/US99/ 20944 
PRIOR PILING DATS: 1999-09-13 
PRIOR APPLICATION NUMBER: PCT/US99/21090 
PRIOR PILING DATS: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/21S47 
PRIOR FILING DATE: 1999-09-15 
PRIOR APPLICATION NUMBER: PCT/US99/23089 
PRIOR FILING DATE: 1999-10-05 
PRIOR APPLICATION NUMBER: PCT/US99/28214 
PRIOR FILING DATE: 1999-11-29 
PRIOR APPLICATION NUMBER : PCT/US99/28313 
PRIOR FILING DATE : 1999-11-30 
PRIOR APPLICATION NUMBER: PCT/US99/2B564 
1999-12-02 

UMBER: PCT/US99/26565 
1999-12-02 

PRIOR APPLICATION NUMBER : PCT/US99/30095 
PRIOR FILING DATE: 1999-12-16 
PRIOR APPLICATION NUMBER: PCT/US99/30911 
PRIOR FILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US99/30999 
PRIOR PILING DATE: 1999-12-20 
PRIOR APPLICATION NUMBER: PCT/US00/ 00219 
PRIOR FILING DATE: 2000-01-05 
NUMBER OF SEQ ID NOS: 423 
SEQ ID NO 340 
LENGTH: 1572 
TYPE: DNA 

ORGANISM: Homo Sapien 
US-09-906-722A-340 



PRIOR FILING DATE 
PRIOR APPLICATION 
PRIOR FILING DATE 



Query Match 100.0%; Score 957; DB 3; Length 1572; 

Beat Local Similarity 100.0%; Pred. No. l.le-279; 

Matches 957; Conservative 0; Mismatches 0; Indele 0; Gapa 0; 

Oy 1 ATGCTTTCTGAAAGCAGCTCTCTTTTTGAAGG^ 60 

IMIIIIIIIIIinilllll IIIIIIIIIIIIIIIIIIMMIIIIIM llllllllll 
Db 81 ATGCTTTCTGAAAG CAGCTCCTTTTTGAAGGGTGTGATGCTTGGAAG CATTTTCTGTGCT 140 

Oy 61 TTGATCACTATG CTAGGACACATTAGGATTGGTCATGGAAATAGAATGCACCACCATGAG 120 

iminini iiiiiiiitiiiiimn mi i 

Db 141 TTGATCACTATG CTAGGACACATT AGGATTGGT CATGGAAAT AGAA TG CACCACCATGAG 200 

Qy 121 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATr^ 180 

llllllllllllllllllllllllllllllllllllllllllllllllllllllllllll 
Db 201 CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAA^ 260 

Oy 181 ATGGAG CTCAGT AAGAG CTTTCGAGT ATA CTGT ATT AT CCTTGTAAAA CXXAAAGATGTG 240 

lllltllllllllll IIIIIIIMMIIIIIIllillllllllllllllilll 

Db 261 ATGGAGCTCAGTAAGAGCTTTCXSAGTATACTGTATTATCCTTGTAA 320 

rTAAAGGAGACTTGGACCAAAO 



Db 

Oy 



lllllllllllllilllillltllllillllllltlllllilllllllllltlllllltl 

321 AGTCTTTGGG CTG CAGTAAAGGAGACTTGGACCAAACACTGTGACAAAG CAGAGTTCTTC 380 



Oy 



Oy 

Db 

Oy 



oy 
Db 



301 AGTT CTGAAAA TGTTAAAGTGTTTGAGT CAA TT AAT ATGGA CA CAAATGA CATGTGGTT A 360 

Illllll MINIM I 

381 AGTT CTGAAAATCTTAAACnxriTTGAGT CAA TT AATATGGA CA CAAATGA CATGTGGTT A 440 
361 ATGA TGAGAAAAG CTT ACAAATA OG CCTTTGAT AAGTA T AGAGACCAAT A CAA CTGGTT C 420 

lilllllllllll Illlllll Mil Mlllllllllll 

441 ATGATGAGAAAAG CTT ACAAATA CG CCTTTGAT AAGTAT AGAGACCAAT A CAA CTGGTT C 500 

421 TTCCTTGCAOGCCCCACTACXnTTGCTATCATTGAAAACCTAA 480 

Mllllllllllllll llllllllllllllllllllllllllllllllll IIIIIMIII 
501 TT CCTTG CACG CCCCA CT A CGTTTG CT A T CATTGAAAA CCT AAAGTATTTTITGTT AAAA 560 

481 AAGGATCCAT CACAGCCTTTCTATCTAGGCCACACTATAAAATCTGGAGA CCTTGAATAT 540 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 r j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 r 1 1 1 j 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

561 AAGGATCCATCACAGCCTTTCTATCTAGGCCACACTATAAAATCTGGA 620 
541 GTGCXn'ATGGAAGGAGGAATTGT CTT AAGTGTAGAAT CAATGAAAAGA CTTAA CAG CCTT 600 

1 1 1 1 1 1 1 1 1 1 1 1 1 i f 1 1 i 1 1 1 1 1 1 1 1 1 1 1 r 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n 

621 GTCX3CTATGGAAGGAGGAATTGT CTTAAGTGTAGAA T CAATGAAAAGA CTTAA CAG C CTT 680 
601 CT CAA TAT CCCAGAAAAGTGT C CTGAA CAGGGAGGGA TGATTTGGAAGA TAT CTGAAGA T 660 

II lillllllMllllllllilMI Illllllllllllllillllllll 

681 CTCAATATCCCAGAAAAGTCTCCTGAACAGGGA£*XIATGAT^ 740 
661 AAA CAG CT AG CAGTTTG CCTC1AAATATG CTGGAGTATTTG CAGAAAATG CAGAAGATG CT 720 

Mill Ml II I I 

741 AAA CAG CTAG CAGTTTG CCTGAAATATG CTGGAGTATTTG CAGAAAATG CAGAAGA TGCT 800 
721 GATGGAAAAGATGTATTTAATACCAAATCTGTTGC»GCTTTCTAT^ 780 

IIIIMIIIIMIIMMIIIIM IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIII 

801 GATGGAAAAGATGTATTTAATACCAMTCTGTTGGGCT^ 660 
781 TAT<^CCCCAACCAGGTAGTAGAAGGCT G T TXJ1T CAGATATGGCT G 840 

MM I MUM llllll MM III MIMM Ml HI IIIMMIII III III IIMM I 

861 TAT CACCCCAACtZAGCTTAGTAGAAC^CTG' 1' 1 \JTl CAGA T ATGGCTGTT AC I' I ' 1" I ' AATGGA 920 
841 CTGACTCCAAATCAGATGCATGTGATGATCfrATGGCOT 900 

IIIMIMIIMIIIIMIIIIIIIIIMIIIMIIIIIMIIIIIIIII MMIIIMI 

921 CTGA CTCCAAAT CAGATGCA TGTGATGATGT A TGGGGT ATA CCGCCTTAGGGCA TTTCGO 980 

901 CATATTTTCAATGATGCATTGGTTTTCTTACTTC^ 957 

Mil lilllllllllillllllllllllllllllllllllllllllllllll 

981 CATATTTTCAATGATGCATTGGTTTTCTTACCTCCAAATGGTTCTGACA 103 7 



RESULT 14 

US-09-620-312D-B31 

; Sequence 831, Application US/09620312D 
; Patent No. 6569662 
; GENERAL INFORMATION: 
; APPLICANT: Tang, Y. Tom 
; APPLICANT: Liu, Chenghua 
APPLICANT: Aaundi , Vinod 
; APPLICANT : Zhang, Jie 



APPLICANT: Ren, Feiyan 
APPLICANT: Chen, Rui-hong 
APPLICANT: Zhao, Qing A. 
APPLICANT: Wehnnan, Tom 
APPLICANT: Xue, Aidong J. 
APPLICANT: Yang, Yonghong 
APPLICANT: Wang, Jian-Rui 
APPLICANT: Zhou, Ping 
APPLICANT: Ma. Yunqing 
APPLICANT: Wang, Dunrui 
APPLICANT: Wang, Zhiwei 
APPLICANT: John Tillinghaat 
APPLICANT: Drmanac, Radoje T. 

TITLE OF INVENTION: No. 6569662el Nucleic Acida and 
TITLE OF INVENTION: Polypeptidee 
FILE REFERENCE: 784CIP2B 

CURRENT APPLICATION NUMBER: US/09/620 , 312D 
CURRENT FILING DATE: 2000-07-19 
PRIOR APPLICATION NUMBER: 09/552.317 
PRIOR FILING DATE: 2000-04-25 
PRIOR APPLICATION NUMBER: 09/488.725 
PRIOR FILING DATE: 2000-01-21 
NUMBER OF SEQ ID NOS: 1105 
SOFTWARE: pt_FL_gene« Veraion 1.0 
SEQ ID NO 831 

LENGTH: 1477 

TYPE: DNA 

ORGANISM: Homo sapiena 
FEATURE: 
NAME/ KEY : CDS 
LOCATION: { 231 ) . . { 11B7) 
US-09-620-312D-B31 



Query Match 99.8%; Score 955.4; DB 3; 

Beat Local Similarity 99.9%; Pred. No. 3.2e-279; 
Matches 956; Conservative 0; Mismatches 1; 



oy 


l 


Db 


231 


oy 


61 


Db 


291 


Oy 


121 


Db 


351 


Oy 


161 


Db 


411 


Oy 


241 


Db 


471 



I II III I II I III MM 1 1 Illlllll M I II III Illlllll III IIII I II Mil I II 



lilllllllllll llllllllllllllllllllllllllllllllllllllllll I III I 



IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMI1IIIIIIIIIIIIIIIIIII 



llllllllilllllllllllllllllllllllllllllllllllllll Illllll 



^CCAAACACTGTGACAAAGCAGAOTTCTTC 300 

1 1 1 1 1 1 1 1 f 1 1 J IIIIIMHIIIIIIMIIIIMIIIIII Illlllll 



oy 




AGTTCTviAAAATCiTTAAAo 1 k» 1 1 i^jAGTCAATTAATATGCMCACAAAT/GACATGTGGTTA 


360 






! 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 ii 1 1 1 II 1 1 1 1 1 II 1 1 1 1 1 1 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 n i 1 1 H 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 I i u M i i i i 




Db 


531 


AGTTCTGAAAATGTTAAAGACTTTGAGTCAATTAATATGGAC^ 


590 


Oy 


361 


MiwtiijftUWWUjCi t^UUW I LA- 1 j 1 \jiAT AALiTATAQALiA L\-AA I A V— »\A V- IVjO 1 1 v- 


420 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 1 1 1 ii i ii 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


591 


ATt^TGAGAAAAGCTTACAAATAOGCCTTTGATAACT 


650 


oy 


421 


i ivv.1 lumwuvutL i aw 1 1 imumi l\MUUIACvTAJU»»T<ii rn nui i«vw 


480 




1 II 1 1 1 II 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 II 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 i 1 1 i 1 1 1 1 1 1 1 1 1 1 
l 1 1 1 1 1 1 M 1 II 1 II 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II I 1 1 I I I I I J | | 1 I I I I I 1 I 1 1 II 1 1 1 1 1 




Db 


651 


TTCCTTO CAOGCCCCACTAOGTTTG CTATCATTGAAAACCTAAAOTATTTTTTGTTAAAA 


710 


Oy 


481 


AAGGATCCATCACAGCCTTTCTATCTAGGCCACACrATAAAATXTGGAGACCTTGAATAT 


540 






II 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 II 1 II 1 1 1 1 1 1 II 1 
M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 




Db 


711 


AAGGATCCAT CACAGOCTTT CTA T CTAGG CCA CACTATAAAAT CTGGAGACCTTGAATAT 


770 


Oy 


541 


GTGGGTATGGAACGACGAATTQTCTTAAGTGTAGAATCAATGAAAAGAC^TAACAGCOrr 


600 




1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 II 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 
1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


771 


CTGGGTATCGAAOOAOGAATTGTCTTAAGTtnAGAATCAATGAAAAGACT^ 


830 


oy 


601 




660 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 11 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 II 

1 1 1 1 1 II 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 




Db 


031 


CTCAATATOX»GAAAAGTGTCXTGAACAGGGAG« 


890 


Oy 


661 


AAAUUj^IAuUUiri IliU. iuAAATAlUWluUfttiTAl I J\jWlUtA4wv\TvjCJVjAAuATVjC I 


720 






1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 
1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 | 1 | 1 | | | | | | |l | 1 II 1 1 1 1 II 




Db 


891 


AAACAGCTAGCAGTTTGCCTGAAATATGCTGGAGTATTTGCAGAAA^ 


950 


oy 


721 


GATGGAAAAGATGT A i 1 J AATACCAAATCTti rit3GGC""r!TCTAl I AAAGAjGGCAATGACT 


780 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 
M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 




Db 


951 


GA TGGAAAAGATGTATTT AAT ACCAAATCTGTTGGG CTTT CTA TT AAAGAGG CAA TGA CT 


1010 


oy 


781 


T A TCA CCCCAACCAGGTAGTAGAAOG CTGTTGTT CAGA T ATGG CTGTT ACTTTTAATGGA 


840 




1 llllll MINI III IN III III linillll III III III IN III III III Mill 




Db 


1011 


TATCACCCCAACCAGGTAGTAGAAGG CTGTTGTTCAGATATXMCTGTTACTTTTAATOGA 


1070 


Oy 


841 


CTGA CTCCAAATCAGA TGCATGTGATGATGT ATX3GGGT AT ACCG CCTTAGGGCATTTGGG 


900 




iiiiiiiiiiiiiiiiiiiiiiiiiiiimmiiiiiiiiiiiiiiiiiiiiiiini 




Db 


1071 


CTGACTCCAAATCAGATGCATXTrGATGATGTATGGGGTATACOG CCTTAGGGCATTTGGG 


1130 


Oy 


901 


CATATTTTCAATCATGCA1T0UTITTIT1ACCTCCAAATGGTTCT 957 




lllillllllllltlllllllllllllllllllllllllltllllllllllllflll 




Db 


1131 


CATATTTTCAATGATGCA1"lXAi1*l*l"l'CT*rACCTCCAAATGO 1 1 C1UACAATGACTGA 1187 



RESULT IS 

US-09-513-999C-1156 

; Sequence 1156, Application US/09513999C 
; Patent No. 6783961 
; GENERAL INFORMATION: 

; APPLICANT : Dumas Milne Edwards, J.B. 
; APPLICANT: Duclert. A. 
; APPLICANT: Giordano, J.Y. 

; TITLE OF INVENTION: Expressed Sequence Tags and Encoded Human Proteins. 

; Patent No. 6783961 

; FILE REFERENCE: 59.US2.REG 

; CURRENT APPLICATION NUMBER: US/09/513 , 999C 



; CURRENT FILING DATE: 2000-02-24 

; PRIOR APPLICATION NUMBER: US 60/122,467 

; PRIOR FILING DATS: 1999-02-26 

; NUMBER OF SEQ ID NOS: 36681 

; SOFTWARE : Patent. pa 

; SEQ ID NO 1156 

LENGTH: 604 
; TYPE: DKA 

; ORGANISM: Homo sapiens 
FEATURE : 
NAME/KEY: CDS 
LOCATION: 174.. 602 
FEATURE: 

NAME/ KEY : misc_£ eature 

LOCATION: 133 ~ 
: OTHER INFORMATION: n-a, g, c or t 
; FEATURE: 

; NAME/KEY: mi*c_feeture 

; LOCATION: 135 " 

; OTHER INFORMATION: w-a or t 

; FEATURE: 

; NAME/KEY: misc_f eature 
; LOCATION: 137 

; OTHER INFORMATION: n-a, g, c or t 
; FEATURE: 

; NAME/ KEY : nisc_f eature 

; LOCATION: 140 

; OTHER INFORMATION: k-g or t 

US-09-513-999C-1156 



Query Match 43.9%; Score 420; DB 3; Length 604; 

Best Local Similarity 99.8%; Pred. No. 4.6e-117; 

Matches 431; Conservative 0; Mismatches 0; Indels 1; Gaps 1; 



Oy 


1 


ATGL IT 1 CTGAAAG CAG CT CC'I'TrrTGAAGGGTGTGATG CTTGGAAG CAT 1" IT C1GTG CT 


60 






iiiiiiiiiiiiiMimiifii i i iiniMiimii 




Db 


174 


ATG CTTT CTGAAAG CAG CTCCTTTTTGAAGGGTGTGATC 


233 


Oy 


61 


TTGATCACTATGCTAGGACACATTAGGATTGGTCATGGA 


120 






llllllllllllllllllllllllllllllllllltllllllllllMIMtllllllll 




Db 


234 


TTGATCACTATGCTAGGACACATTAGGATTGGTCATGGAAATAGAATGC^ 


293 


Oy 


121 


CATCATCACCTACAAGCTCCTAACAAAGAAGATATCTTGAAAATTTC^ 


180 






1 III III III llllllllllllllllllllllllll IIIIIIIIM1IIIII llllllll 




Db 


2 94 


CATCATCACCTACAAGCTCCrAAaUUUJAAGATATCTTGA 


353 


Oy 


181 


ATGGAGCTCAGTAAGAGCTrTCGAGTATACTGTATTATCCTTOTAAAACCCAAA 


240 






lllllllllllllllllllltlllllllllllllllllllllllllllllllllllllll 




Db 


3 54 


ATGGAGCTCAGTAAGAGCTTTCGAGTATACTGTATTATCCTrCT 


413 


oy 


241 


AGTCTTTGGGCTG CAGTAAAGGAGA CTTGGACCAAA CACTGTGA CAAAG CAGAGTTCTTC 


300 




1 1 1 ■ 1 J 1 1 1 Illlllllllilllllllllllll flllllltlltlllll 




Db 


414 


AGTCTTTGGGCTG CAGTAAAGGAGA CTTGGACCAAA 


473 


Oy 


301 


AGTTCTGAAAATGTTAAAGTGTTTGAGTCAATTAATATOGACAC^ 


360 






mi iliiillllliilliliil niiiiiii 




Db 


474 


AGTTCTGAAAATGTTAAAGTvTTTTGAGTCAATTAATAT^ 


533 



Oy 361 ATCATGACAAAAGCTTACAAATAOGCCTTTGATAAGTATACAGA 430 

llllllll llllllllllllltllllllllimiimillllllllliillllllll 
Db 534 ATGATGAG - AAAGCTTACAAATACX»CCTTTCATAAGTATAGAGACC^ 592 

Oy 421 TTCCTTGCACGC 432 

illinium 

Db 593 TTCCTTGCACGC 604 



Search completed: April 7, 2006, 01:30:46 
Job time : 223 sees 
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